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<160> 85 

<210> 1 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Glu lie Cys Ala Asp Pro Lys Gin Lys Trp Val Gin 
1 5 \ 10 



<210> 2 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Ala Gin Pro Asp Ala lie Asn Ala PrA Val Thr Cys Cys 
1 5 \ 10 

<210> 3 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Ser Tyr Arg Arg lie Thr Ser Ser Lys Cys\Pro Lys Glu Ala Val 
1 5 10 \ 15 



<210> 4 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 4 

His Leu Lys lie Leu Asn Thr Pro Asn Cys Ala Aeu Gin lie Val 
1 5 10 \ 15 

<210> 5 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Asp Tyr Phe Glu Thr Ser Ser Gin Cys Ser Lys Pro Gl^ Val 
15 10 



<210> 
<211> 
<212> 



6 

15 
PRT 



<21B> Homo sapiens 



<400V 6 

Glu Leu Ard Val lie Glu Ser Gly Pro His Cys Ala Asn Thr Glu 



10 



15 



<210> 

<211> IC 

<212> PR^ 

<213> Hon 



sapiens 



<400> 7 

Cys Ala Asp Pro iys Gin Lys Trp Val Gin 
1 % 10 



<210> 8 
<211> 6 
<212> PRT 
<213> Homo sar 



Lens 



<400> 8 
Glu lie Cys Ala Asp Pi 
1 5 

<210> 9 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 9 
Lys Gin Lys Trp Val Gin 
1 5 

<210> 10 
<211> 12 
<212> PRT 
<213 > Homo sapiens 

<400> 10 

Glu lie Cys Leu Asp Pro Lys Gin L^rs Trp Val Gin 

10 

<210> 11 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Glu lie Cys Ala Asp Pro Ser Gin Lys Trp\Val Gin 
15 10 

<210> 12 
<211> 12 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Glu lie Cys Ala Asp Pro Ser Glu Glu Trp Val g1 
15 10 



<210> 13 
<211> 12 



2 



<212> PRT 

<213>'Homo sapiens 
<400> 13 

Glu lie Cys Ala\ Asp Pro Lys Gin Lys Trp lie Gin 
1 \ 5 10 

<210> 14 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Glu lie Cys Leu Asp \Pro Lys Gin Lys Trp lie Gin 
1 5 \ 10 

<210> 15 
<211> 12 
<212> PRT 

<213> Homo sapiei^s 



<400> 15 
Cys Pro Ser Leu Glu Asp 
1 5 



Phe lie Gin Val Ala 
10 



<210> 16 

<211> 99 

<212> PRT 

<213> Homo sapiens 





<400> 


16 


























Met 


Lys 


Val 


Ser 


Ala 


Ala 


Leu 


ViCU 


Cys 


Leu 


Leu 


Leu 


He 


Ala 


Ala 


Thr 


1 








5 










10 










15 




Phe 


He 


Pro 


Gin 


Gly 


Leu 


Ala 


GUn 


Pro 


Asp 


Ala 


He 


Asn 


Ala 


Pro 


Val 








20 










25 










30 






Thr 


Cys 


Cys 


Tyr 


Asn 


Phe 


Thr 


Ask 


Arg 


Lys 


He 


Ser 


Val 


Gin 


Arg 


Leu 






35 










40 \ 










45 








Ala 


Ser 


Tyr 


Arg 


Arg 


He 


Thr 


Ser^ 


ySer 


Lys 


Cys 


Pro 


Lys 


Glu 


Ala 


Val 




50 










55 










60 










He 


Phe 


Lys 


Thr 


He 


Val 


Ala 


Lys 


Glu 


He 


Cys 


Ala 


Asp 


Pro 


Lys 


Gin 


65 










70 










75 










80 


Lys 


Trp 


Val 


Gin 


Asp 


Ser 


Met 


Asp 


lihs 


Leu 


Asp 


Lys 


Gin 


Thr 


Gin 


Thr 










85 










90 










95 




Pro 


Lys 


Thr 





























<210> 17 
<211> 77 
<212> PRT 

<213> Homo sapiens 



<400> 17 

Ala Gin Pro Asp Ser Val Ser He Pro He ^^r Cys Cys Phe Asn Val 

1 5 V 

He Asn Arg Lys He Pro He Gin Arg Leu Glu Ser Tyr Thr Arg He 

20 25 \ 30 

Thr Asn He Gin Cys Pro Lys Glu Ala Val 11© Phe Lys Thr Lys Arg 

35 40 \ 45 

Gly Lys Glu Val Cys Ala Asp Pro Lys Glu ArgVTrp Val Arg Asp Ser 

50 55 Vo 

Met Lys His Leu Asp Gin He Phe Gin Asn Leu L^s Pro 
65 70 75 



3 



<210> 
<211>* 
<212> PI^T 

<213> Honjo sapiens 
<400> 18 

Met Lys Ala Ser kla Ala Leu Leu Cys Leu Leu Leu Thr Ala Ala Ala 

1 \5 10 15 

Phe Ser Pro Gin Gly Leu Ala Gin Pro Val Gly lie Asn Thr Ser Thr 

20 \ 25 30 

Thr Cys Cys Tyr Arg^ Phe lie Asn Lys Lys lie Pro Lys Gin Arg Leu 

35 \ 40 45 

Glu Ser Tyr Arg Arg Vrhr Thr Ser Ser His Cys Pro Arg Glu Ala Val 

50 \ 
lie Phe Lys Thr Lys Aeu Asp Lys Glu lie Cys Ala Asp Pro Thr Gin 
65 70 75 80 

Lys Trp Val Gin Asp Pne Met Lys His Leu Asp Lys Lys Thr Gin Thr 
85 \ 90 95 

Pro Lys Leu 



<210> 19 

<211> 92 

<212> PRT 

<213> Homo sapiens 



Met 
1 

Leu 

Cys 

Asp 

Leu 

65 

Val 



<400> 
Gin Val 



19 



Ser Thr Ala Ala^ 
5 

Cys Asn Gin Phe Ser Ala 
20 

Ser Tyr Thr Ser 



Cys Phe 
35 

Tyr Phe 
50 

Thr Lys 



Glu Thr Ser Ser 
55 

Arg Ser Arg Gin 
70 

Gin Lys Tyr Val Ser Asp 
85 



Leu Ala Val Leu Leu Cys Thr Met Ala 
10 15 
er Leu Ala Ala Asp Thr Pro Thr Ala 
25 30 
g Gin lie Pro Gin Asn Phe lie Ala 
40y 45 
Gl\i Cys Ser Lys Pro Gly Val lie Phe 
60 

^Cys Ala Asp Pro Ser Glu Glu Trp 
75 80 
Leu felu Leu Ser Ala 
90 





<210> 


20 














<211> 


92 














<212> 


PRT 














<213> 


Homo sapiens 








<400> 


20 












Met 


Lys 


Leu 


Cys 


Val 


Thr 


Val 


Leu 


Ser 


1 








5 










Phe 


Cys 


Ser 


Pro 


Ala 


Leu 


Ser 


Ala 


Pro 








20 










25 


Ala 


Cys 


Cys 


Phe 


Ser 


Tyr 


Thr 


Ala 


Arg 






35 










40 




Val 


Asp 


Tyr 


Tyr 


Glu 


Thr 


Ser 


Ser 


Leu 




50 










55 






Phe 


Gin 


Thr 


Lys 


Arg 


Ser 


Lys 


Gin 


Val 


65 










70 








Trp 


Val 


Gin 


Glu 


Tyr 


Val 


Tyr 


Asp 


Leu 










85 












<210> 


21 














<211> 


91 














<212> 


PRT 













Leu Met Leu Val Ala Ala 
1^ 15 
MeV Gly Ser Asp Pro Pro Thr 
30 

Leu Pro Arg Asn Phe Val 
45 

?er Gin Pro Ala Val Val 
60 

Ala Asp Pro Ser Glu Ser 
75y 80 
Leu Asn 



4 











w 














w 








<213> 


Hpmo sapiens 






















<400> 


21 
























Met 


Lys Val 


Ser 


Ala 


Ala Arg 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


1 






5 








10 










15 




Leu 


Cys Ala 


Pro\ 


Ala 


Ser Ala 


Ser 


Pro 


Tyr 


Ser 


Ser 


Asp 


Thr 


Thr 


Pro 






20 








25 










30 






Cys 


Cys Phe 


Ala 


Tyr 


lie Ala 


Arg 


Pro 


Leu 


Pro 


Arg 


Ala 


His 


He 


Lys 




35 








40 










45 








Glu 


Tyr Phe 


Tyr 


Tmr 


Ser Gly 


Lys 


Cys 


Ser 


Asn 


Pro 


Ala 


Val 


Val 


Phe 




50 






55 










60 










Val 


Thr Arg 


Lys 


Asm 


Arg Gin 


Val 


Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys 


Trp 


65 








70 








75 










80 


Val 


Arg Glu 


Tyr 


He 


[Asu Ser 


Leu 


Glu 


Met 


Ser 


















85 








90 
















<210> 


22 


























<211> 


89 


























<212> 


PRT 


























<213> 


Homo sapiens 






















<400> 


22 
























Met 


Asn Ala 


Lys 


Val 


Val Val 


Val 


Leu 


Val 


Leu 


Val 


Leu 


Thr 


Ala 


Leu 


1 






5 








10 










15 




Cys 


Leu Ser 


Asp 


Gly 


Lys Rro 


Val 


Ser 


Leu 


Ser 


Tyr 


Arg 


Cys 


Pro 


Cys 






20 








25 










30 






Arg 


Phe Phe 


Glu 


Ser 


His vAl 


Ala 


Arg 


Ala 


Asn 


Val 


Lys 


His 


Leu 


Lys 




35 








40 










45 








lie 


Leu Asn 


Thr 


Pro 


Asn Cys 


Ala 


Leu 


Gin 


He 


Val 


Ala 


Arg 


Leu 


Lys 




50 






55 \ 










60 










Asn 


Asn Asn 


Arg 


Gin 


Val Cysi 


ille 


Asp 


Pro 


Lys 


Leu 


Lys 


Trp 


He 


Gin 


65 








70 








75 










80 


Glu 


Tyr Leu 


Glu 


Lys 


Ala Leu 


ksn 


Lys 






















85 
























<210> 


23 


























<211> 


99 


























<212> 


PRT 


























<213> 


Homo sapiens 






















<400> 


23 
























Met 


Thr Ser 


Lys 


Leu 


Ala Val 


Ala 


Leu 


Leu 


Ala 


Ala 


Phe 


Leu 


He 


Ser 


1 






5 








10 










15 




Ala 


Ala Leu 


Cys 


Glu Gly Ala Val 


Lfeu 


Pro 


Arg 


Ser 


Ala 


Lys 


Glu 


Leu 






20 








25 










30 






Arg 


Cys Gin 


Cys 


He 


Lys Thr 


Tyr 


SeV 


Lys 


Pro 


Phe 


His 


Pro 


Lys 


Phe 




35 








40 










45 








lie 


Lys Glu 


Leu 


Arg 


Val He 


Glu 


Ser\ 


Gly 


Pro 


His 


Cys 


Ala 


Asn 


Thr 




50 






55 










60 










Glu 


lie lie 


Val 


Lys 


Leu Ser 


Asp 


Gly 


krg 


Glu 


Leu 


Cys 


Leu 


Asp 


Pro 


65 








70 








75 










80 


Lys 


Glu Asn 


Trp 


Val 


Gin Arg 


Val 


Val 


Glu 


Lys 


Phe 


Leu 


Lys 


Arg 


Ala 








85 








90\ 










95 




Glu 


Asn Ser 




























<210> 


24 


























<211> 


107 


























<212> 


PRT 


























<213> 


Homo sapiens 






















<400> 


24 

























5 



Met 


Ala 


Arg 


Ala 


\Ala 


1 










Arg 


Val 


Ala 


Leu 


Deu 








20 




Ala 


Gly 


Ala 


Ser 


VaV 






35 






Leu 


Gin 


Gly 


He 


His 




50 








Pro 


Gly 


Pro 


His 


Cys 


65 










Gly 


Arg 


Lys 


Ala 


Cys 










85 


He 


Glu 


Lys 


Met 


Leu 








100 






<210> 


25 






<211> 


97 






<212> 


PRT 





Leu Ser Ala Ala Pro Ser Asn Pro Arg Leu Leu 

10 15 
Leu Leu Leu Leu Val Ala Ala Gly Arg Arg Ala 

25 30 
Ala Thr Glu Leu Arg Cys Gin Cys Leu Gin Thr 
40 45 
Lys Asn He Gin Ser Val Asn Val Lys Ser 
55 60 

Gin Thr Glu Val He Ala Thr Leu Lys Asn 

75 80 
Asn Pro Ala Ser Pro He Val Lys Lys He 

90 95 
Ser Asp Lys Ser Asn 
105 



Met 


Lys 


Val 


1 






Phe 


Ser 


Pro 


Cys 


Phe 


Asn 






35 


Tyr 


Arg 


Arg 




50 




Lys 


Thr 


Lys 


65 






Val 


Gin 


Asp 



<213> Homo sapiens 

<400> 25 

Ser Ala Ala Lei 
5 

Gin Gly Leu Ala 
20 

Leu Ala Asn Arg 

He Thr Ser Gly 
55 

Leu Ala Lys Asp 
70 

Ser Met Lys Tyr 
85 



Leu Trp Leu Leu Leu He Ala Ala Ala 

10 15 
^Gly Pro Ala Ser Val Pro Thr Thr Cys 
25 30 
s He Pro Leu Gin Arg Leu Glu Ser 
4& 45 
Lyp Cys Pro Gin Lys Ala Val He Phe 
60 

11^ Cys Ala Asp Pro Lys Lys Lys Trp 

75 80 
Leu y^sp Gin Lys Ser Pro Thr Pro Lys 
90 95 



Pro 



<210> 
<211> 
<212> 
<213> 



26 
148 
PRT 
MUS 



musculus 



<400> 26 



Met 


Gin 


Val 


Pro 


Val 


Met 


Leu 


Leu 


Gly 


Lfeu 


Leu 


Phe 


Thr 


Val 


Ala Gly 


1 








5 










lOi 










15 




Trp 


Ser 


He 


His 


Val 


Leu 


Ala 


Gin 


Pro 


Asb 


Ala 


Val 


Asn 


Ala 


Pro 


Leu 








20 










25 










30 






Thr 


Cys 


Cys 


Tyr 


Ser 


Phe 


Thr 


Ser 


Lys 


Met^ 


ylle 


Pro 


Met 


Ser 


Arg 


Leu 






35 










40 










45 








Glu 


Ser 


Tyr 


Lys 


Arg 


He 


Thr 


Ser 


Ser 


Arg 


iys 


Pro 


Lys 


Glu 


Ala 


Val 




50 










55 










60 










Val 


Phe 


Val 


Thr 


Lys 


Leu 


Lys 


Arg 


Glu 


Val 


c\s 


Ala 


Asp 


Pro 


Lys 


Lys 


65 










70 










75\ 










80 


Glu 


Trp 


Val 


Gin 


Thr 


Tyr 


He 


Lys 


Asn 


Leu 


AsA 


Arg 


Asn 


Gin 


Met 


Arg 










85 










90 










95 




Ser 


Glu 


Pro 


Thr 


Thr 


Leu 


Phe 


Lys 


Thr 


Ala 


Ser 


Via 


Leu 


Arg 


Ser 


Ser 








100 










105 










110 






Ala 


Pro 


Leu 


Asn 


Val 


Lys 


Leu 


Thr 


Arg 


Lys 


Ser 


gVu 


Ala 


Asn 


Ala 


Ser 






115 










120 










125 








Thr 


Thr 


Phe 


Ser 


Thr 


Thr 


Thr 


Ser 


Ser 


Thr 


Ser 


Val 


Gly 


Val 


Thr 


Ser 




130 










135 










140\ 










Val 


Thr 


Val 


Asn 


























145 

































6 



<210>\ 27 
<211>\l0 
<212> RRT 

<213> Homo sapiens 



<400> 27 
^Cys Leu Asp Pro 
1 



Jys Lys Glu Trp lie Gin 
\s 10 



<210> 28 
<211> 825 
<212> DNA 

<213> Homo saT^iens 

<220> 
<221> CDS 
<222> (34) 



<400> 28 

acattgtgaa atctccaact ci^taaccttc aac atg aaa gtc tct gca gtg ctt 

Met Lys Val Ser Ala Val Leu 
1 5 



54 



ctg tgc ctg ctg etc atg aaa gca get ttc aac ccc cag gga ctt get 
Leu Cys Leu Leu Leu Met ThV Ala Ala Phe Asn Pro Gin Gly Leu Ala 
.10 \ 15 20 



102 



cag cca gat gca etc aac gtc 
Gin Pro Asp Ala Leu Asn Val 
25 30 



:a tct act tgc tgc ttc aca ttt age 
?ro Ser Thr Cys Cys Phe Thr Phe Ser 
35 



150 



agt aag aag ate tec ttg cag ad[g ctg aag age tat gtg ate ace ace 
Ser Lys Lys lie Ser Leu Gin A?b Leu Lys Ser Tyr Val lie Thr Thr 
40 45 \ 50 55 



198 



age agg tgt ccc cag aag get gtcVate ttc aga acc aaa ctg ggc aag 
Ser Arg Cys Pro Gin Lys Ala Val Vie Phe Arg Thr Lys Leu Gly Lys 
60 \ 65 70 



246 



gag ate tgt get gae eea aag gag a^ 
Glu lie Cys Ala Asp Pro Lys Glu L;^ 
75 80 



tgg gtc cag aat tat atg aaa 
Trp Val Gin Asn Tyr Met Lys 
85 



2 94 



cac etg gge egg aaa get cac acc ctg\aag act tgaaetetge taeeectact 
His Leu Gly Arg Lys Ala His Thr Leu \jys Thr 
90 95 



347 



gaaatcaage 
ctttggaata 
gtactatgtg 
gagtattget 
ccettecett 
gcatgectgt 
gtgaatgtga 
actgctgaea 



tggagtacgt 
ettctaccat 
ttaagtaata 
gatcttttet 
ceaetatgag 
gggagtcatg 
ggttgttget 
ttttgeagaa 



gaaatgaett 
aattttcaaa 
ttggetatta 
aaageaagge 
etgetggeag 
gacatgaagg 
aaattattgt 
aataeatttt 



tteeattctc 
tagg^ 
tttga< 
ettgagfcaag 
tgggtt< 
gatgct^aa 
ttattgtqga 
atttaaa^ 



ctctggccte 
tcggttttgt 
tgctggtttg 
taggttgctg 
teggttccca 
tgtaggaagg 
aagatgaatg 
tcctaaaaaa 



ctettctatg 
gattcaaaat 
gagtttattt 
tetctaagee 
9999ttgaga 
agagetcttt 
caatagtagg 
aaaaaaaa 



407 
467 
527 
587 
647 
707 
767 
825 



<210> 29 

<211> 3524 

<212> DNA 

<213> Homo sapiens 



<220> 



7 



<221> CD) 
<222>* (8&) . 



. . (358) 



<400> 29 

tctccgtcag ccgcat^gcc cgctcggcgt ccggcccccg acccgtgctc gtccgcccgc 
ccgcccgccc gcccgcgpc atg aac gcc aag gtc gtg gtc gtg ctg gtc etc 

Met Asn Ala Lys Val Val Val Val Leu Val Leu 
15 10 



60 
112 



gtg ctg acc gcg etc 
Val Leu Thr Ala Leu 
15 



jc etc age gae ggg aag ccc gtc age ctg age 
Leu Ser Asp Gly Lys Pro Val Ser Leu Ser 
20 25 



160 



tac aga tge cca tge eg 
Tyr Arg Cys Pro Cys Arg^ 
30 



tte ttc gaa age cat gtt gee aga gcc aac 
Phe Phe Glu Ser His Val Ala Arg Ala Asn 
35 40 



208 



gtc aag cat etc aaa att 
Val Lys His Leu Lys lie 
45 



aac act cca aae tgt gee ett cag att 
2u Asn Thr Pro Asn Cys Ala Leu Gin lie 
)0 55 



256 



gta gcc egg ctg aag aac aa^ 
Val Ala Arg Leu Lys Asn Asi 
60 65 



aac aga caa gtg tge att gae ecg aag 
Asn Arg Gin Val Cys lie Asp Pro Lys 
70 75 



304 



eta aag tgg att cag gag tac 
Leu Lys Trp lie Gin Glu Tyr 
80 



ftg gag aaa get tta aae aag agg ttc 
5u Glu Lys Ala Leu Asn Lys Arg Phe 
85 90 



352 



aag atg tgagagggtc agacgcctga 
Lys Met 



Sigaaccctta eagtaggage ceagctctga 



408 



aaccagtgtt 
geeaagggct 
aeatgacatt 
ttagactaag 
ctgactcagg 
agggagectg 
gtgccaggac 
ggtggagggc 
tcttctggga 
gtgagaccca 
tgtetcatcc 
aggaecaaag 
ctgaaaacac 
tttttgttca 
cctgtgcagc 
agccgtggte 
gtccatgggc 
gccceatcag 
ttgaggaaaa 
ccaatcctgg 
tggcaatgcc 
gcttegggcc 
gtcaaeetge 
ttaagceact 
ttttcattca 
tttaatgaag 
agtaggaagt 
ctgtagggta 
atggcagaag 



agggaagggc 
ttgttttgea 
tattttteat 
gccattattg 
gctcctgggt 
gccccatggt 
cagtcaaect 
cacatgggag 
gggcagcagg 
gccctcatce 
atcatcatgt 
cttteatgta 
tgtgeacate 
aagceagcgt 
cgctgagega 
etttggggtg 
agagcecaag 
tgctccctca 
caagcattca 
acatgaagat 
atcatctcct 
cttcccacag 
etgaeatttg 
taaaatgtte 
gtcttacgaa 
aaagtggaaa 
aaattatagt 
attagtaaca 
geaaaeeeat 



ctgccacagc 
eactttgeca 
ttagtttgat 
tacttgcctt 
tttgtattct 
cagcectagg 
gggcaaagcc 
gctcaccccc 
gctaecctga 
cgageaeetc 
gtgteeacga 
aaetgtgcac 
tgtgtcttgt 
ectcctctgt 
ggagatgctc 
aactaccttg 
ggaattcggt 
catgtcagta 
caacttgttt 
tctttcecaa 
gcetteetce 
gacatttcte 
gagtgttccc 
acttttgaea 
taettttgce 
acaaggaagt 
gatgtaatct 
tgtgttaagt 
eaaeaaaaat 



^etceectgee 
:ttcacc 
ttcagtgt 
afetagagtgt 
etpagetgtg 
gtggagagec 
tagVgaaggc 
ttenceatec 
getgaggcag 
cacanectec 
etgtcttccat 
eaagcaiggaa 
gtggaanatt 
gaccaatgtc 
cttgggcqct 
gttcccccS 
gtgeaccac 
ccttcaaact 
ttggtttttaX 
tteaeatcta 
tgggeeetet 
taagagaaea 
ctcccactga 
aaggcaagea 
etttgattaa 
caaagcaagg 
tgaattgtaa 
attttcataa 
tgtcecttaa 



a999caggge 
atttgattat 
cactggcgac 
ettteeaegg 
caggtgggga 
aeeaagaggg 
ttetetetgt 
aeatgggagc 
eagtgtgagg 
acgttctgct 
ggecccgcaa 
atgaaaatgt 
gtceattgte 
ttgatgeatg 
ttgagtgcag 
tgateaeaaa 
gttgaeecea 
agggecaagc 
aaaeecagte 
tacetcatctt 
tgctctgcg 
^tgtgctatg 
[gcagtcga 
et^tgtgggtt 
eteeagt 
aa^ctatgta 
ctgctegtga 
gtantteaaa 
acaaaaatta 



cecaggcatt 
gtageaaaat 
aegtagcagc 
agecactcet 
gactgggctg 
acgcctgggg 
ggg^tgggat 
egggtctgee 
ecagggcaga 
catcattctc 
aaggactcte 
cttgtgttae 
eaateetatg 
caetgttccc 
teetgateag 
aaeatggtgg 
gaggattgct 
ceagcactge 
cacaaaataa 
ettcaccatt 
tgtcacctgt 
tgaagagtaa 
tagagctgta 
tttgttttgt 
taaaaaaaat 
aeatgtagga 
atttaataat 
ttggagette 
aaatcctcaa 



468 
528 
588 
648 
708 
768 
828 
888 
948 
1008 
1068 
1128 
1188 
1248 
1308 
1368 
1428 
1488 
1548 
1608 
1668 
1728 
1788 
1848 
1908 
1968 
2028 
2088 
2148 



8 



tccagctatg 
agaactcttt 
agtggggcag 
gatgtacctg 
atgaccctaa 
gaaaatagat 
caatcagctc 
catttgcaag 
aagtgcgtcc 
gcctctacct 
tctgtatcag 
gagtctgtgc 
agcgaggagg 
cttccgcttg 
ttctaagtct 
ttatcaccgt 
ccagctggat 
aaggagcccc 
tgataaaacc 
cagtgaatga 
ctcccagata 
aaaaataaat 
tgaaaaaatg 



ttatattgaa 

caaaaescttt 

tcattaVcca 

cccccaaVcc 

atcttgaata 

aagagtagaa 

cttcctggac 

ggaaaagtctX 

acgagctgtt 

gacactccct 

gacccagagg 

cacgtgtatg 

ctccagaggg 

gagcagaggg 

ttccattgga 

gggctccctg 

gagaatttga 

attcctggga 

atgtagaaaa 

ttcagtgtta 

atgtgaaaat 

aagaaacaac 

tatatgcact 



aaaatagagc 
tgaaattaac 
ggtaatccaa 
atgaaccaag 
cagtcaggaa 
actgcaggga 
actgcccagc 
cttgtaatcc 
^tactagggat 
gggctccct 
iggggccag 
tdrctgtggtg 
caictctgctt 
gcAgaatagc 
tctcattgga 
actgpgagtt 
gtgc^ctgat 
aatat 
tttgttattt 
aatgtgatga 
ggtccaggag 
tctttgagaa 
tataattktc 



ctgagggatc 
ctctcactat 
gatattttaa 
accattgaat 
aggaatcatt 
aaattatttg 
taaagcaata 
gaatctcttt 
ccctcatctg 
gtaacctctt 
aggctcgttg 
tgtccccctc 
gttattagag 
agaaggttgc 
cccttccatg 
gatcgccttt 
ccctctacag 
agaaacttcc 
tgcaacctcg 
atactgtatt 
aaggccaatt 
acaacaattt 
ctaataaagt 



tttactagtt 
accagtataa 
aatctgtcac 
tcttggttga 
tctatttctc 
cataacaatt 
tgcatttaaa 
ttgctttcga 
tccctccggg 
cagaggccct 
actggctgtg 
tgtccaggca 
attacctcct 
acctccccca 
gtgtgatcgt 
cccaggtgct 
agcttccctg 
aaatccccta 
ctggactctc 
ttgtattgtt 
cctatacgca 
ctactttgaa 
tctgtactca 



ataaagatac 
ttgagttttc 
gtagaacttg 
ggaaacaaac 
ctccatggga 
cctctactaa 
tacagtcttc 
actgctagtc 
acctggtgct 
cgctgccagc 
tgttgggatt 
ctgagatacc 
gagaaaaaag 
accttagatg 
ctgactggtg 
acaccctttt 
actcattctg 
agcagaccac 
agtctctgag 
tcaagtgcat 
gcgtgcttta 
gtcataccaa 
aatgta 



2208 
2268 
2328 
2388 
2448 
2508 
2568 
2628 
2688 
2748 
2808 
2868 
2928 
2988 
3048 
3108 
3168 
3228 
3288 
3348 
3408 
3468 
3524 



<210> 30 

<211> 4259 

<212> DNA 

<213> Mus musculus 



<220> 
<221> CDS 
<222> (2070) 



(2130) 



<221> CDS 
<222> (2669) 



(2795) 



<221> CDS 
<222> (2990) 



(3079) 



<221> CDS 
<222> (349,1) 



(3506) 



<400 
gaattcggag 
tttcctcaag 
tatagattct 
ttttacagat 
atgacatgta 
agtcaaaggg 
cagtaacttt 
aggtgtttag 
aggcaagtct 
ttgagagcgt 
actcttgact 
aagggactat 
ttcacatctt 
ctttctttat 
ttcctacagc 
tctcacagta 
gcccccattc 
tgaaagctta 
atttctatct 



> 30 
gtctacctgc 
ggtcttcaaa 
tttatttcag 
ctgaatatgt 
taccatactt 
ctgctttcaa 
cattttagca 
ttccagaaac 
ggagcctgaa 
gggctacaga 
aacagatgct 
atatccactt 
gactgagaac 
tgtttaatgt 
gcagcgtcta 
gccttctccc 
ccttctgtct 
gctctgttct 
ttcccaagca 



ctctgcctcc 
gcacttctga 
tcatttgaca 
ttgaagaaat 
gccataacct 
gtacgagtga 
tgaaattctg 
accaaagaaa 
ccaaggatct 
gatggagttt 
taacactacg 
gctaactgtt 
ttgtacaata 
aaaactgctc 
ttctgcagaa 
agcagaaggt 
gtccttccag 
agtccttgga 
gcaactccct 



caagtactJag 
ccatagggF 
ttaacttta>^ 
gttcatttt' 
gctataatt( 
ctatttactg 
tgtaaaacaa 
catcaaagat 
gctctttgga 
ctggattcct 
caatagttac 
ttttcttaac 
acaaaataaa 
agcacctctt 
gcaggttggg 
tgcaaaacga 
attccacggc 
ctacatcaat 
tcctgttctg 



tgatc 



iact 



aattactctt 
cggactctta 
agtcataaat 
cccctagcca 
agtgcaaaat 
acaatgt 
ccaattta 
ttcagcc 
gkcactgcat 
agagggttga 
taaactcttt 
atoctcaaat 
ataaaactgt 
tccactctaa 
agagactgct 
aagtcVcttg 
tgtccagtga 
gtggattttg 
gtgacagctc 



acggcttact 
ggaaattcca 
tttgatattt 
caaaaatccc 
ggcctgttct 
atgtatacta 
aaccccttct 
aagcagacac 
aaccaagtgt 
atgagggaaa 
tctcctcagt 
ctgtttttcc 
caccatgtat 
aattctgagg 
catggcgtcc 
gcttgtctct 
tttgctccct 
ctctctagaa 
ctgtttccca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 



9 



gttcccattg 
cactccaggc 
cctctatgcg 
tgggtgctct 
tcacaaagaa 
gcaattcctc 
ctgctctaac 
ttttttttta 
ataaacagtg 
ctctgtgttt 
tgcaaggcac 
ctcgttaaaa 
aataaacaca 
tgagtcatct 
actcctcagc 
aaccttccgg 



gtgggtagag 
tcctgoccca 
agatctc 
gcagagt^ac 
gacaatcaa^a 
ttgtaactti 
tgttcactc 
aagtttattc 
taaacacaac 
tatttatgag 
tcatctgatt 
attaaaagga 
agcaatgccc 
ccaaagtcag 
agccggcact 
aagcctcccc 



gtttcactct tggcctctgt 
ttcccaggat gagtcacctc 
aacctcacct actcttccag 
atccacattc actttcatcc 
gcatccctga gagaatcagc 
taaacattag tgtgacactt 
gttgtataga ctttggatct 
aagtatttt ataataaagc 
aatgtaaaa accatggtta 
agaaggaaga tgagaattaa 
tqtcaaacag ctcacgcttt 
caagagg ggagagggaa 
tc4gtttaca ggggacttcc 
ccaatcagga ctcagggagg 
cgagaagcgc ttcatccacc 
atc^gcacc atg aac cca 
Met Asn Pro 
1 



tgtcaagttt 
catccccttc 
gtcccaggta 
ttgaccctgt 
acggggcaac 
ccggcttctg 
ggctaaattt 
ctatgaagta 
gaacctgact 
agccatttcc 
ggaaagtgaa 
attccaagtt 
ctcgggttgc 
gaaactcttt 
gctgagagac 
agt get gcc 
Ser Ala Ala 
5 



tgaaccggta 
atcactgtca 
tctgctgcct 
taccacacac 
aattagcttt 
ttctgaatgc 
ggcatgtgat 
aaaagcaaaa 
tagatatcag 
agacttattc 
acctacctca 
catgggtcac 
ggagccttgc 
gcagataaat 
atcccgagcc 
gtc att 
Val He 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2093 



ttc tgc etc ate ctg etg ggtXetg agt ggg aet caa g gtaagggaea 
Phe Cys Leu lie Leu Leu Gly Vjeu Ser Gly Thr Gin 
10 15 \ 20 



2140 



ecaaggccat 
catgtattta 
tcagcttgea 
ggaaegaaga 
agagteagga 
ageetaacca 
atctetcttt 
tcteteeaca 
atgaaaeegt 



ttaattaaeg 
agctttaatg 
gagtttatea 
agggaagaaa 
gaaagggcga 
atactgtgag 
aecatgaeea 
gatcagacag 
gtgctgaect 



aagtcagaag 

tgtgtaeota 

taggctggttt 

gggagaaaaV 

aagagtggg< 

cagtgeataa^ 

agatatteaa 

ggtctgetaa 

tectggetet 



tcagacgatt aagcteagtt ctaaacacag 22 00 

taaagaagag ggaageagga agaaatccct 2260 

gaagtcagag aaaaatagaa taaaagaaaa 2 320 

gaggagggag gaggaagaag gagggaagag 2 3 80 

tggggtaagg eatggatgee tecttgeetg 2440 

atgeaggatt tcgtaactga eaagttgeag 2500 

aetcagce ctatgataeg atgggatgcg 2 560 

eaetacete atecatttta agtgeetaaa 2620 

eeectctct teetgeag gg ate eet 2676 

Gly He Pro 



ete gea agg acg gtc cgc tgc aac tgc \atc cat ate gat gae ggg cca 
Leu Ala Arg Thr Val Arg Cys Asn Cys Vie His He Asp Asp Gly Pro 
25 30 \ 35 



2724 



gtg aga atg agg gee ata ggg aag ctt gaa ate ate cet gcg age eta 
Val Arg Met Arg Ala He Gly Lys Leu GIm He He Pro Ala Ser Leu 
40 45 \ 50 55 



2772 



tec tgc cca cgt gtt gag ate at gtgagtaca^ gcccacctgc cgataaacgt 
Ser Cys Pro Arg Val Glu He He 
60 



2825 



ccctceegta aeeaeacagt aaataagtga gggaaacea^a gaaagatggg gacgggtctg 2 885 
tgactetaae taaggeaeag tgeetgaaet etgacatgga eetgcagggc catcagctet 2 945 
gttggcetga egttaatetg agtatcteae tcttatttet\ atag t gee acg atg 2 999 

Ala Thr Met 
65 



aaa aag aat gat gag cag aga tgt ctg aat ccg gaa tct aag ace ate 
Lys Lys Asn Asp Glu Gin Arg Cys Leu Asn Pro Gru. Ser Lys Thr He 
70 75 \ 80 



3047 



aag aat tta atg aaa gcg ttt age caa aaa ag gtaggf:ttga tgttgctttt 
Lys Asn Leu Met Lys Ala Phe Ser Gin Lys Arg 
85 90 



3099 



tcaggaaatg gtggtctggg gagcagcgcc tgccctgggc tttgetgtgg gcatctgcec 315 9 



10 



taaactcatg 
tcttaggtca 
aagctgccaa 
aaacccattc 
ggaaaatgca 
atccgctcaa 



taactggaga 
ctccatcact 
ggtgaccagc 
gtcctgagac 
ctcaagtggc 
ccttcaccat 
ggctcgtcag 
agtttgtaag 
acctggaaat 
atgtattttt 
aatgggtagt 
aaaagacaat 
actgacatga 



gcaccqgcat 
tacattccta 
atgcccaccc 
tgtcccctca 
ccaggcct 
tacagttt^c 



gaagccacgc 
cccctttacc 
cgtggtcaca 
aaaagtaact 
tgggatggct 
gtgccacgcc 
ttctgagttt 
gacaaactta 
gtatgtgtaa 
tgtatgcttt 
taaagtttat 
gtactgtatt 
aatggtcatg 



gtgcctttgt 
gtgtctagaa 
ccccacttcc 
acccccaccc 
tgccccaggg 
tcttcctaca 



^acacaccccg 
:agtggatgg 
fcagctgcta 
:cgaagcaa 
gtcctagctc 
coaggctgct 
acctgagctc 
acaaccatct 
atactattta 
gcantgtata 
ttttaaaacc 
gaaaqtagta 
lagaa 



ctctccattt 
gtggagcagt 
tcacttaaaa 
acccgtgacc 
tctttgggtt 
g g tct aaa 
Ser Lys 
95 

gtgctgtgat 
ctagtcctaa 
ctcctcctgc 
gaattcttta 
tgtactgtaa 
ccccacaccc 
ttttatttca 
tcccaagggg 
atgaacgact 
tggaagaact 
gtccaatacc 
agagacccaa 
ttc 



acacagacac tgaggtgcct 
tattatacct gtcacgggta 
aaaaaaaacc aaaaacaaac 
catggagatt gtgtagcaga 
ccaaagtgaa agcagagtct 

agg get cct 

Arg Ala Pro 



ggacagcaga 
ttgcccttgg 
aggatgatgg 
agggctggtc 
gctatgtgga 
tccttgtcct 
gatgtaagac 
ttatcaagat 
gtacaaagta 
tgtgtcatca 
ttttgtatta 
aatgtaataa 



gagcctgtct 
tcttctgaaa 
ttaagccatg 
tgagtcctca 
ggtgcgacgc 
ccctagctca 
tacaaattta 
actcagagga 
gaattcctag 
agtatgtatc 
tgtaacattc 
agtaataata 



3219 
3279 
3339 
3399 
3459 
3506 



3566 
3626 
3686 
3746 
3806 
3866 
3926 
3986 
4046 
4106 
4166 
4226 
4259 



<210> 31 

<211> 1081 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (43) . . . (363) 



<400> 31 

ctctcctcct cgcacagccg ctcgaaccgc 



^tgctgagcc cc atg gcc cgc gcc 
Met Ala Arg Ala 
1 



54 



acg etc tec gcc gcc ecc age aat ccc 
Thr Leu Ser Ala Ala Pro Ser Asn Pro 
5 10 



etc ctg egg gtg gcg etg 
^rg Leu Leu Arg Val Ala Leu 
15 20 



102 



ctg etc etg etc etg gtg gee gee age e^g cgc gca gea gga gcg ccc 
Leu Leu Leu Leu Leu Val Ala Ala Ser Am Arg Ala Ala Gly Ala Pro 
25 3^ 35 



150 



ctg gcc act gaa etg cgc tge eag tgc ttg\eag ace ctg cag gga att 
Leu Ala Thr Glu Leu Arg Cys Gin Cys Leu\Gln Thr Leu Gin Gly lie 
40 45 \ 50 



198 



cac etc aag aac ate caa agt gtg aag gtg ai^g tee ccc gga ccc cac 
His Leu Lys Asn lie Gin Ser Val Lys Val LVs Ser Pro Gly Pro His 
55 60 \ 65 



246 



tge gee caa ace gaa gtc ata gee aea etc aac 
Cys Ala Gin Thr Glu Val lie Ala Thr Leu Lys 
70 75 



aat ggg cag aaa get 
^Asn Gly Gin Lys Ala 
80 



294 



tgt etc aac ecc gca teg ccc atg gtt aag aaa 
Cys Leu Asn Pro Ala Ser Pro Met Val Lys Lys I] 
85 90 95 



ate gaa aag atg 
lie Glu Lys Met 
100 



342 



etg aaa aat ggc aaa tec aac tgaeeagaag gaaggaggaa gettattggt 



393 



11 



Leu Lys Asn Gl^ 



Lys Ser Asn 
,105 



ggctgttcct 
gcagaggcca 
ttatttattt 
aaaataaggt 
aggtcaaacc 
agatattctc 
gtgatagagg 
tgtatgtgtg 
tttcacagtg 
tatcccttgg 
tgcagtgttt 
agaacaggaa 



gaagga\agcc 
cctggatttgc 
atttattcat 
tatgattqaa 
caagttagtt 
tagtcatt^g 
ctgaggaati 
tctattttg 
tgtggt 
acattttatg 
ccctctgtgt 
aataaaatat 



ctgcccttac 
gcctaatgtg 
ttgtttgttt 
tctacttgca 
caatcctgat 
ttaatatttc 
caagaaaatg 
aactgtaaag 
atttctcatg 
:ctttcttgt 
:agagcagag 
itaaaaat 



aggaacagaa 
tttgagcatc 
tagaagattc 
cactctccca 
tcatatttaa 
ttcgtgatga 
gccagtgaga 
atgaatgtca 
ttgaagcttt 
aaggcatact 
aggtttcgat 



gaggaaagag 
acttaggaga 
tatgttaata 
ttatatttat 
tttgaagata 
catatcacat 
tcaatgtgac 
gttgttattt 
aagaactaaa 
gccttgttta 
atttattgat 



agacacagct 
agtcttctat 
ttttatgtgt 
tgtttatttt 
gaaggtttgc 
gtcagccact 
ggcagggaaa 
attgaaatga 
atgttctaaa 
atgttaatta 
gttttcacaa 



453 
513 
573 
633 
693 
753 
813 
873 
933 
993 
1053 
1081 



<210> 32 

<211> 1173 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (107) 



. (448) 



<400> 32 

cggcacgagc acagtgctcc ggatccqcca atcttcgctc ctccaatctc cgctcctcca 
cccagttcag gaacccgcga ccgctcg^ag cgctctcttg accact atg age etc 

Met Ser Leu 
1 



60 
115 



ctg tec age cgc gcg gee cgt gtcXccc ggt cct teg age tec ttg tgc 
Leu Ser Ser Arg Ala Ala Arg Val Pro Gly Pro Ser Ser Ser Leu Cys 
5 10 \ 15 



163 



gcg ctg ttg gtg ctg ctg ctg ctg cng acg cag cca ggg cec ate gee 
Ala Leu Leu Val Leu Leu Leu Leu Leu Thr Gin Pro Gly Pro lie Ala 
20 25 \ 30 35 



211 



age get ggt cct gee get get gtg ttg 
Ser Ala Gly Pro Ala Ala Ala Val Leu 
40 



aga gag ctg cgt tgc gtt tgt 
^rg Glu Leu Arg Cys Val Cys 
t5 50 



259 



tta eag aec aeg eag gga gtt eat cec aaV 
Leu Gin Thr Thr Gin Gly Val His Pro Lys 
55 60 



atg ate agt aat ctg caa 
Met lie Ser Asn Leu Gin 
65 



307 



gtg ttc gee ata ggc cca cag tgc tec aag 
Val Phe Ala lie Gly Pro Gin Cys Ser Lys 
70 75 



itg gaa gtg gta gee tec 
il Glu Val Val Ala Ser 
80 



355 



ctg aag aac ggg aag gaa att tgt ctt gat ecc 
Leu Lys Asn Gly Lys Glu lie Cys Leu Asp 
85 90 



gaa gee cct ttt eta 
(Glu Ala Pro Phe Leu 
95 



403 



aag aaa gtc ate eag aaa att ttg gae ggt gga a^e aag gaa aae 
Lys Lys Val lie Gin Lys lie Leu Asp Gly Gly A\n Lys Glu Asn 
100 105 110 



448 



tgattaagag aaatgagcac gcatggaaaa gtttcccagt ctatageaga gaagttttct 508 
ggaggtctet gaaeecaggg aagacaagaa ggaaagattt tgtqgttgtt tgtttatttg 568 
gttteeccag tagttagett tettecetgg attectcact tttgaagagt gtgaggaaaa 62 8 



12 



cctatgtttg 
gctatttgct 
agccaggaat 
ttttccaaga 
gatgtttcaa 
tgggaaatat 
gggatactat 
aatatatttc 
cttcctataa 
aaaaa 



gcgbttaagc 
gttAttttat 
cactiggctgt 
aatafcccctt 
aaggaatcct 
tttaatgttt 
ttaattiattt 
cttattcaga 
ttttagacat 



tttcagctca 
ctgctatgct 
taatcttaca 
aagatattaa 
gtgatggaaa 
cttggggaat 
cactttagaa 
atttctaaaa 
tgctttaact 



gcttaatgaa 
attgaagttt 
aagtgtcttg 
ctgagaaggc 
tacaactggt 
atgttagaga 
agctgagtgt 
gtttaagttc 
ttttagtaaa 



gtgtttagca 
tggcaattga 
gaattgtagg 
tgggggttta 
atcttcactt 
attcccttac 
ttcacacctt 
tatgagggct 
aaaaaaaaaa 



tagtacctct 
ctatagtgtg 
tgactattat 
atgtggaaat 
ttttaggaat 
tcttgattgt 
atctatgtag 
aatatcttat 
aaaaaaaaaa 



688 
748 
808 
868 
928 
988 
1048 
1108 
1168 
1173 



<210> 33 
<211> 825 
<212> DNA 
<213> Homo s 



apVLens 



<220> 
<221> CDS 
<222> (34) . . . (3l7) 



<400> 33 

acattgtgaa atctccaact c\:taaccttc aac atg aaa gtc tct gca gtg ctt 

Met Lys Val Ser Ala Val Leu 
1 5 



54 



ctg tgc ctg ctg etc atg alpa gca get ttc aac ccc cag gga ctt get 
Leu Cys Leu Leu Leu Met Tfer Ala Ala Phe Asn Pro Gin Gly Leu Ala 
10 \ 15 20 



102 



cag cca gat gca etc aac gtc3y cca tct act tgc tgc tte aea ttt age 
Gin Pro Asp Ala Leu Asn Val\pro Ser Thr Cys Cys Phe Thr Phe Ser 
25 30 \ 35 



150 



agt aag aag ate tec ttg cag 
Ser Lys Lys lie Ser Leu Gin 
40 45 



ctg aag age tat gtg ate acc aec 
Ai^g Leu Lys Ser Tyr Val lie Thr Thr 
50 55 



198 



age agg tgt ccc cag aag get gtd ate ttc aga ace aaa ctg ggc aag 
Ser Arg Cys Pro Gin Lys Ala ValXlle Phe Arg Thr Lys Leu Gly Lys 
60 \ 65 70 



246 



gag ate tgt get gae cca aag gag 
Glu lie Cys Ala Asp Pro Lys Glu 
75 



g tgg gtc cag aat tat atg aaa 
LifS Trp Val Gin Asn Tyr Met Lys 

85 



294 



cac ctg ggc egg aaa get cac acc ctgVaag act tgaaetetge tacccctact 
His Leu Gly Arg Lys Ala His Thr Leu\Lys Thr 
90 95 



347 



gaaatcaage 
etttggaata 
gtaetatgtg 
gagtattget 
cecttccett 
geatgeetgt 
gtgaatgtga 
actgetgaca 



tggagtacgt 
ettetaccat 
ttaagtaata 
gatcttttet 
ecaetatgag 
gggagteatg 
ggttgttgct 
ttttgcagaa 



gaaatgaett 
aatttteaaa 
ttggctatta 
aaageaaggc 
etgetggeag 
gaeatgaagg 
aaattattgt 
aataeatttt 



ttceattcte 
tagga\:gcat 
tttgac 

*:aag 
tgggttg^at 
gatgctgc 
ttattgtgc 
atttaaaati 



etetggecte 
teggttttgt 
tgetggtttg 
taggttgetg 
teggttccca 
tgtaggaagg 
aagatgaatg 
tectaaaaaa 



etettetatg 
gatteaaaat 
gagtttattt 
tetctaagee 
ggggttgaga 
agagetettt 
caatagtagg 
aaaaaaaa 



407 
467 
527 
587 
647 
707 
767 
825 



<210> 34 

<211> 3112 

<212> DNA 

<213> Homo sapiens 



13 



<220>\ 
<221>\CDS 
<222> \(1192) 



(1267) 



<221> 
<222> 



(1953) . . . (2067) 



<221> CDS 
<222> (24te8) . . 



(2575) 



<400: 
ttagagactt 
ttagctttgc 
atggctccat 
aatggctaca 
tgatccacaa 
atgactgaaa 
tgggaggact 
gttatagcag 
catgcataga 
caggctggag 
cgattctcct 
gactactttt 
actcctgacc 
agcgaccatg 
ttgggttgac 
tcatgagttg 
agcccctgtg 
acttaaaaat 
aaagaggaga 
ttcttggctc 



34 

aataataaag 
ttatttttaga 
atttg^ttg 
catatttcta 
ctagcgntta 
cgtgacc\:ca 
gggggttc^ 

* c 

ccaattctftt 

tgcaatggcv 

gccctcagcc 

gtatttttac 

tcaggtgatt 

cctggctgca 

acacacccct 

agagctgaga 

gtcaccaggg 

ttccctcctc 

gatggcttca 

tgctgacact 



gatcttgtgg 
gttataaatg 
tttccacaga 
ggcacctgac 
acacagcgcc 
tgctttctat 
tagccctcca 
agaattacag 
tttttttttt 
tgatctcagc 
tcccgagtag 
tagagatgga 
cgcagcctcg 
agaccagtt 
ttcacactc 
tagagagt 
a<5;cctgagtt 
cccagat 

gac 

cgatacccaca 



ataatttatc 
atgctgggtc 
actctttccc 
atactgacac 
ccagtcactc 
tcctccagct 
cagcatcagc 
ctctgtggga 
tttttgagat 
tcaccacagc 
ctgggattac 
gtttctcttt 
gcctcccaaa 
cttatgagaa 
acaggagaaa 
agctcagaga 
gtgcaacact 
tccatttccc 
ggacgcaggc 
ttccatcacc 



attccctgat 


agagaaaaat 


60 


aggtatcttt 


atgtttgaag 


120 


agaaatgctt 


tttctaggtt 


180 


ccacctctaa 


agtattttta 


240 


cgagactaat 


aaatagacaa 


300 


ttcattgagt 


tcctttcctc 


360 


ccattgaccc 


tatccttgtg 


420 


aggaatgggg 


ctggagagtt 


480 


ggagtttcac 


ttttgttgcc 


540 


ccccacctcc 


tgggttcaag 


600 


aggcatgtgc 


caccacgcct. 


660 


cttggtcagg 


ttggtctcaa 


720 


gtgttgggat 


tacaggtgtg 


780 


gggatcaact 


aagaatagcc 


840 


ccccatgaag 


ctagaaccag 


900 


tgctattctt 


ggatatcctg 


960 


cagcatgaca 


gcatcactac 


1020 


catccgccag 


ggctgcctat 


1080 


agcaaagagt 


agtcagtccc 


1140 


tgctcccaat 


c atg cag 


1197 




Met Gin 
1 





gtc tec act get gcc ctt gccXgtc etc etc tge ace atg get etc tgc 
Val Ser Thr Ala Ala Leu Ala wal Leu Leu Cys Thr Met Ala Leu Cys 
5 \l0 15 



1245 



aac cag gtc etc tct gca eca 
Asn Gin Val Leu Ser Ala Pro 
20 25 



eXgtgagtccat gttgttgttg tgggtatcac 



1297 



cactctctgg 
gaaaagaagg 
atttttatet 
gggcagggga 
tgcaagaggc 
etcaccctag 
ttctcttggg 
aacagtccat 
aggggaaaga 
ccttgcagtc 
gcctggcctt 



ccatggttag 
aagttcttaa 
ctagaagggg 
gttacagtec 
agaatccagg 
gtctcccagg 
ctggggtatg 
tcaggtatct 
ggaatataga 
acttggtctg 
ttcttctgag 



accacatcac 

agcgctgcca^ 

tettagecct 

cttgtacaga 

getgettact 

agecctgtec 

acttettgaa 

ggatcacata 

cagaaaeaaa 

ageaagectg 

etgtgaetcg 



tctttttttg 
aacaccttgg 
ctagtctcc 
agaaaaaca 
tcccagtggg 
ctttggatgtc 
ecqaeaaaat 
gagpaacaga 
cattte 
cecdcctcaa 
ggct^attct 



cggcctgaga 
tetttttett 
aggtatgaga 
gggttcaaaa 
gtetgttgtt 
ttatgagaga 
tceatgaaga 
gaacccacta 
tctgcaaaac 
ccactcaggg 
ctcctttctc 



gccccgaaga 
cacaaetttt 
atctaggeag 
egaatcagtt 
cactctccag 
tgtccaggge 
gagctaagag 
tgaagagtca 
cecccaaatg 
atcagaagct 
egcag tt 
Leu 



1357 
1417 
1477 
1537 
1597 
1657 
1717 
1777 
1837 
1897 
1954 



get get gac aeg ccg acc gcc tgc tgc ttc 
Ala Ala Asp Thr Pro Thr Ala Cys Cys Phe 
30 35 



^age tac acc tec cga cag 
er Tyr Thr Ser Arg Gin 
40 



2002 



att cca cag aat ttc ata get gac tac ttt gag^ acg age age cag tge 
lie Pro Gin Asn Phe lie Ala Asp Tyr Phe Glu\Thr Ser Ser Gin Cys 



2050 



14 



45 



50 



55 



tec aag ccc agt^ gtc at gtaagtgcca gtcttcctgc tcacctctag 
Ser Lys Pro Ser\val lie 
60 



2097 



ggaggtaggg 
cagccttcag 
gggctggagt 
aacaggaaga 
aagctctcta 
caggacagag 
agtgcttaac 



agtgtc^ggg tgggggcaga aacaggccag aaggccatcc tggaaaggcc 2157 

gagcctaVcg gggatacagg acgcagggca ctgaggtgtg acctgacttg 2217 

gaggtggqtg ttacagagtc aggaagggct gccccaggcc agaggaaagg 2277 

aggaggca)gc aggacactct gagggccccc ttgcctggag tcactgagag 23 3 7 

gacggagana ggcagggggc ccctgagaga ggagcaggcc ttgagctgcc 23 97 

agcaggatgV caggccatgg tgggcccagg attccccggc tggattcccc 2457 

tcttcctcccA ttctccacag c ttc eta aee aag aga gge egg 2509 

Phe Leu Thr Lys Arg Gly Arg 
65 70 



cag gte tgt get gae eeexagt gag gag tgg gte cag aaa tae gte agt 
Gin Val Cys Ala Asp Pro\ser Glu Glu Trp Val Gin Lys Tyr Val Ser 
75 \ 80 85 



2557 



gae etg gag etg agt gee t^gaggggtee agaagetteg aggeeeageg 
Asp Leu Glu Leu Ser Ala 
90 



2605 



aeeteagtgg 
tetaeagcta 
ttaacttaaa 
agtgtgtttg 
tgtgtctggt 
eeaeeagaet 
aataataaag 
caaatcaaaa 
gggaaaetgg 



geceagtggg 
cetettetat 
ttttaattta 
tgattgtttg 
gacgaccgag 
gaeaaatgtg 
atgttctttt 
tcaetagtta 
gagagatggg 



gaggatacagg 
ggactggtta 
tttatietat 
etetgaqagt 
tggctgneat 
tateagaVgc 
aaaeggtaaa 
agaggaatVa 
gagcget 



agectgagee 
ttgceaaaea 
ttagttttta 
tcccectgtc 
eggcetgtgt 
ttttgtteag 
eeagtattga 
taggeaaaga 



ttgggaaeat 
geeaeaetgt 
taatttattt 
ccctceacet 
aggcagtcat 
ggetgtgatc 
gtttggtttt 
ttaggaagag 



gegtgtgaee 
gggactctte 
ttgatttcac 
teeetcaeag 
ggcaccaaag 
ggeetgggga 
gtttttctgg 
gtgaaatgga 



2665 
2725 
2785 
2845 
2905 
2965 
3025 
3085 
3112 



<210> 35 

<211> 481 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (55) . 



(333) 



<400> 35 

ageetctgaa gctcccacca ggccagctct cctc)feaeaa eagcttecca cage atg 

Met 
1 



57 



aag ate tee gtg get gee att eee tte tteXctc etc ate aee ate gee 
Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie Ala 
5 10 \ 15 



105 



eta ggg aee aag act gaa tee tee tea egg gc 
Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gl^ 
20 25 



eet tac cae cec tea 
Pro Tyr His Pro Ser 
30 



153 



gag tgc tge tte aee tae act ace tac aag ate 
Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie 
35 40 



:eg egt cag egg att 
^ro Arg Gin Arg lie 
15 



201 



atg gat tae tat gag aee aac age cag tgc tec aa^ cec gga att gte 
Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Ly^ Pro Gly lie Val 



249 



15 



50 



55 



60 



65 



ttc ate acc ac 
Phe lie Thr hyi 



agg gge eat tee gte tgt ace aac ccc agt gac aag 
Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys 
70 75 80 



297 



tgg gte eag gae 
Trp Val Gin Asp 
85 



^at ate aag gac atg aag gag aac tgagtgaeee 
rr lie Lys Asp Met Lys Glu Asn 
90 



343 



agaaggggtg gcgaaggaac agcteagaga eataaagaga agatgccaag gccccctcct 403 
ccacccaece etaaetctca gceccagtca ecetettgga gettecetge tttgaattaa 463 
agaccactca tgctcttcV " 481 

<210> 36 

<211> 3709 

<212> DNA 

< 2 1 3 > Homo s ap i eVis 



<220> 
<221> CDS 
<222> (885) 



(96C 



<221> CDS 
<222.> (2149) 



(226( 



<221> CDS 

<222> (3383) . . . (3482) 
<400> 36 

tctagaaaaa aaaaaacaaa aagggaaJiat tcecetggca ggactcteag atgctgctga 60 

gtagctctca gtcetctctg taaeecaa&c ataaeaeate tatctcegtg ettacactgg 120 

gtggctttca cttgtttatc tgtgaattga agagaagttg ettgaggtca ggcagtgete 180 

ctcattggta aetgeettct etggggctala ccaaggaect agaaeagaat aagetattga 240 

aaattgttga ggattgaaaa aaatagaaaa aatagaaatg geaaatatet aggceagtca 3 00 

ctggacatag agaatgttat ttaattctta\ tcgcaegtce ttgagaeatg tattgctatt 360 

tgeattttgt gtgaatatge atttgggtaa ^tttatgtaa tccctcctet geagaaetgg 420 

gattcaaatg eaggtgtate tctgttcagg tceagaetct tetgeeetga ageagtagta 480 

cttggatgga atgaegtagg gttggaeaag ocacacagag gccactteet eteaettaet 540 

tttetttget teeeaeteaa ecaggaeagt taecacgcac tttttcaaga ttettatetg 600 

ctcecaeaet tggggaagtt eceaatgeaa ccVateaatc catcaceaee aegaataeea 660 

gecaggagag gtggggaaag gagtttacca canggtcgct gggtgtgage aaetgtteee 720 

tgtccctatg getteccact tgtggctecc aceatggect ggagttttgg gtggagtttt 780 

tcaaataaaa geeetcagca ttgcaggacg gcaoagtggt gagetettag etteaecagg 840 

ctcatcaaag etgetecagg aaggcccaag ccaga^ecaga agae atg eag ate ate 896 

Met Gin lie lie 
1 



acc aca gcc ctg gtg tge ttg ctg eta get 
Thr Thr Ala Leu Val Cys Leu Leu Leu Ala 
5 10 



jgg atg tgg ccg gaa gat 
Jly Met Trp Pro Glu Asp 
L5 20 



944 



gtg gae age aag age a gtgagtgtgg eaggcatca\: tttgcttctc tctggggagg 1000 
Val Asp Ser Lys Ser 
2 5 



geagaaaegt ggteagceae tctggggttg gagcaggett itccttgaae teaeeaaete 1060 

tateteeeet ettectaect aaagaggagg aatggtgaac tVggacaggc tggggtgagg 112 0 

gctagtagga gaaceatgag ttggggeaaa eaeagagaac tgaactgaca gcttcagtae 1180 

aaggagetet gctteatcca gaceeaagga agggaacctg tgaggttact cgggtaaage 1240 

tgggaggcee aaggtecagg ggaeageetg ggtgtagctt ctacagtgtg acagacacca 13 00 

agtagagtea gaaggcaaga ccgggctcta acaattggte aetattggge aagteaettt 13 60 



16 



agctctcaaa ct 
actgtttgga gaa 
ggaggaagaa gctg* 
gcacaaatgg ac 



actttc tctatcagtg aaatggagtt 
ccaac ctagtaagag gcatgaaagg 
attg gaatgcaggt ctcttgcggg 
^9^^tggg ggttgggggc tgggaaagag 



ggattcaaga gactgaqtag ggcagctagc tagttcctgg 
catcagtttg gactccctga 
gaccactgtg tcctgcaaca 
gacatgaata ctggggcaga 



acaattccta atcttcccca 
gactaaccag gtccccaggg 



ttagaaacca ggctccaaaE 
ggcacatctt cctcagggcc 



accatgcaca tgtggtgaaa 
agttttattt tacagatggg 
actcagctgg ggtgcgggga 
cttctgactc tttacctagc\ cccagaacaa ggtggctgat 
ccgtctggat gtggtcccca ^agccagggct tgtcctggga 
ttaaaaattg tgctacaggt gagaggttga gaaatggatg 
tcttctag tg cag gta ccOi ttc tec aga tgt tgc 
Met Gin Val Pro\phe Ser Arg Cys Cys 
30 



gatgatgtct 
gggtgcaaac 
atgtggtgtg 
ctaaggacca 
gagctcttcc 
gatcaggtct 
tgtggggtcc 
taccaaaact 
aagtctgggg 
gctcagatct 
gaggcagagc 
ggcgtttttt 
caaaccatcg 
ttc tea ttt 
Phe Ser Phe 
35 



gccctccaag 
agaaaaacta 
99S99agaat 
9g9caggagg 
cttgtcatct 
gtgaactgtg 
agagcccttg 
ggatgagcct 
ccagggtgaa 
gaaccccaat 
tatgccggca 
tgtttgtttt 
tctgtgttcc 
gcg gag 
Ala Glu 



1420 
1480 
1540 
1600 
1660 
1720 
1780 
1840 
1900 
1960 
2020 
2080 
2140 
2189 



caa gag att cce etg agg 
Gin Glu lie Pro Leu Arg 
40 45 



:a ate etg tgt tac aga aat ace age tec 
[a lie Leu Cys Tyr Arg Asn Thr Ser Ser 
50 55 



2237 



ate tgc tec aat gag gge tta\ at gtaagtgatc aeetgeteaa teteteccta 
lie Cys Ser Asn Glu Gly Leu\lle 
60 



2290 



gagaacagaa ceccgecage etggaantae aagagtagae 
tggaataagg tttctaaace cagagetQce agcacctggg 
tagagggage gctgagcttc etagcaggtg 
ggcttgtgtt tcetgaaact ecaaggtg^c 
aggtttaaca aaageatgag gggttatt< 
gtteetgcee ctggatttgg aacccatagt 
gtaetgaatt gtetgtgtat ccttctgtat\ 
tgcateaeag ggtetttaea aaettaattg 
aaggcttttt catgtatatt etctctgteg 
tgaaaagtga ggttcaggaa ggtagagata 
tagagttggt ctatagattg gaeaatagtc 
aaaatacaca cecacacaca caeaeaagge 
gtecaacgca acaagtaagg ecccagatgg ackeagaaac 
etattccagg atgggaattt cteateteac etaategtea 
ecccaccctg ataeaeeaaa ttgaaaeeag gagaggggte 
ctcetggtgc tttggetgtt ceccagegtg eaaaecaeae 
ttaeagaggg gagcecaagg cetagcaaga geagtttagg 
geggggettg tgegttgccc acccagtggt ggctngggtg 
etetgttcae ag a ttc aag etg aag aga ggc aaa 
Phe Lys Leu Lys Arg Glv Lys 
65 \ 70 



tgaggaagga 
aagtattgta 
geaetggaaa 
cttgggtgae 
tecttatctg 
ygagtagcttt 
iteetcttgg 
S^ttgtetaag 
agtttagga 
gqgcgeacac 



aetagatgac 
tgcaageeae 
tgcatctgtg 
teccagcatt 
gagcaaggga 
cgtggacagg 
tgaagggtea 
cacataceag 
ggeaeatatt 
ateaaccaga 
agtagacaga 
aeaeaeacac 
attaaagttg 
gaatgttttc 
caggaaattc 
atectgtgca 
ggaeetggca 
getcagectt 
gag gee tgc 
Glu Ala Cys 



agtattttac 
aettgggege 
ctectgeagt 
atgageteag 
accaggatga 
taactecttt 
taaacatage 
teagtatttt 
tttgttatca 
tagtaagaga 
teagaagaga 
aaacacatga 
gtgeaaagag 
agctgttcag 
aattcataag 
geaaettcat 
geeggaggag 
etetettatt 
gee ttg 
Ala Leu 
75 



2350 
2410 
2470 
2530 
2590 
2650 
2710 
2770 
2830 
2890 
2950 
3010 
3070 
3130 
3190 
3250 
3310 
3370 
3419 



gac aca gtt gga tgg gtt eag agg cae aga 
Asp Thr Val Gly Trp Val Gin Arg His Arg 
80 85 



laa atg etg agg cac tgc 
rs Met Leu Arg His Cys 
90 



3467 



ecg tea aaa aga aaa tgageagatt tetttecatt 
Pro Ser Lys Arg Lys 
95 



Jtgggctetg gaaaccacat 



3522 



ggcttcacet gteeeegaaa etaccagecc tacaccatte 
ggtcacagag gatctgettg gtcttgataa gctatgttgt 
tatacaatca tcaaccccca accctctggg etettggatt 
eattgag 



fttctgecet gettttgeta 
jeaetttaa acatttaaat 
cagagtgaa aacttgatgg 



3582 
3642 
3702 
3709 



<210> 37 
<211> 673 



17 



<212>\ 
<213> '^omo sapiens 



<220> 
<221> CDS 
<222> (671 



. (450) 



<400> 37 

gggcaactca ccctcafctca gaggtcttct ggttctggaa acaactctag ctcagccttc 
tccacc atg age ctcy aga ctt gat acc acc cct tec tgt aac agt gcg 
Met Ser LeuyVrg Leu Asp Thr Thr Pro Ser Cys Asn Ser Ala 
1X5 10 



60 
108 



aga cca ctt cat gcc 
Arg Pro Leu His Ala 
15 



:tg cag gtg ctg ctg ctt ctg tea ttg ctg ctg 
Gin Val Leu Leu Leu Leu Ser Leu Leu Leu 
20 25 30 



156 



act get ctg get tee tet 
Thr Ala Leu Ala Ser Sei 
35 



ace aaa gga caa act aag aga aae ttg geg 
Thr Lys Gly Gin Thr Lys Arg Asn Leu Ala 
40 45 



204 



aaa gge aaa gag gaa agt 
Lys Gly Lys Glu Glu Ser 
50 



:ta gae agt gac ttg tat get gaa etc cgc 
^eu Asp Ser Asp Leu Tyr Ala Glu Leu Arg 
55 60 



252 



tge atg tgt ata aag aca ac 
Cys Met Cys lie Lys Thr Thf 
65 



tet gga att cat ecc aaa aae ate caa 
Ser Gly lie His Pro Lys Asn lie Gin 
70 75 



300 



agt ttg gaa gtg ate ggg aaa gga acc cat tgc aac caa gte gaa gtg 
Ser Leu Glu Val He Gly Lys Qly Thr His Cys Asn Gin Val Glu Val 
80 85 \ 90 



348 



ata gee aca ctg aag gat ggg agb aaa ate tge etg gae eea gat get 
He Ala Thr Leu Lys Asp Gly Ara Lys He Cys Leu Asp Pro Asp Ala 
95 100 \ 105 110 



396 



ccc aga ate aag aaa att gta cag ^aa aaa ttg gca ggt gat gaa tet 
Pro Arg He Lys Lys He Val Gin iWs Lys Leu Ala Gly Asp Glu Ser 
115 \ 120 125 



444 



get gat taatttgttc tgtttctgcc aaacc^tcttt aactceeagg aagggtagaa 
Ala Asp 



500 



ttttgaaacc ttgattttet agagttctea tttatttcagg atacetatte ttaetgtatt 560 
aaaatttgga tatgtgtttc attetgtetc aaaaatcaca ttttattctg agaaggttgg 62 0 
ttaaaagatg geagaaagaa gatgaaaata aataagpctg gtttcaacee tet 673 

<210> 38 
<211> 12 
<212> PRT 

<213> Homo sapiens 



<400> 38 

Gin Val Cys He Asp Pro Lys Leu Lys Trp He 
15 10 



<210> 39 

<211> 2545 

<212> DNA 

<213> Homo sapiens 



18 



<220> 
<221> CDS 
<222> (Vo) . 



. (414) 



<400> 39 

atccaataca ggagfc^gactt ggaactccat tctatcact atg aag aaa agt ggt 

Met Lys Lys Ser Gly 
1 5 



54 



gtt ctt ttc etc ttg ggc ate ate ttg ctg gtt etg att gga gtg eaa 
Val Leu Phe Leu LeuVGly lie lie Leu Leu Val Leu lie Gly Val Gin 
lo\ 15 20 



102 



gga acc cca gta gtg dga aag ggt ego tgt tec tgc ate age ace aae 
Gly Thr Pro Val Val Arg Lys Gly Arg Cys Ser Cys lie Ser Thr Asn 
25 \ 30 35 



150 



eaa ggg act ate eae eta\eaa tee ttg aaa gae ctt aaa eaa ttt gee 
Gin Gly Thr lie His LeuvGln Ser Leu Lys Asp Leu Lys Gin Phe Ala 
40 \ 45 50 



198 



eea age eet tee tge gag aka att gaa ate att get aea etg aag aat 
Pro Ser Pro Ser Cys Glu L^s lie Glu lie lie Ala Thr Leu Lys Asn 
55 60 65 



246 



gga gtt eaa aea tgt eta aacXeea gat tea gea gat gtg aag gaa etg 
Gly Val Gin Thr Cys Leu Asn Vpro Asp Ser Ala Asp Val Lys Glu Leu 
70 75 \ 80 85 



294 



att aaa aag tgg gag aaa eag g^ 
lie Lys Lys Trp Glu Lys Gin Va 
90 



age eaa aag aaa aag eaa aag aat 
Ser Gin Lys Lys Lys Gin Lys Asn 
95 100 



342 



ggg aaa aaa cat eaa aaa aag aaaygtt ctg aaa gtt cga aaa tct eaa 
Gly Lys Lys His Gin Lys Lys Lys Wal Leu Lys Val Arg Lys Ser Gin 
105 110 115 



390 



egt tct cgt caa aag aag act aca 
Arg Ser Arg Gin Lys Lys Thr Thr 
120 125 



taagagacca cttcaccaat aagtattctg 



444 



tgttaaaaat 
acaaaggctt 
ttagaaagtt 
gttcttctac 
ccatgtetae 
agcectagge 
cctaagcctg 
gctgctgtgg 
ctgagagatt 
ttcagagcet 
eeactttatt 
acaatgcagt 
aaetcctttc 
eteaetcagt 
attatettaa 
aactaattct 
gagccacagt 
ttaataattt 
geaggtgctg 
attatettca 
gaeaggatgt 



gttetatttt 
attaatttga 
gattttaaga 
cacceaccag 
aeagatgtte 
tteeaegtae 
ttageatget 
ecateaacet 
catgetgatt 
cetttctgge 
tctttttgtt 
gcetttcttc 
tcatcttgtc 
ccagettagt 
aaeteetgtt 
tgggtgttta 
atatttccct 
tttaattgat 
getetttcet 
ggacaetcae 
ttgctcagct 



aattataceg 
ctagaaaatt 
atccaaacgt 
ttgaatttca 
aeeeaaeeae 
tgeageetee 
ggtgageeaa 
etgtatttga 
gttattgggt 
tttggaagee 
cecctttget 
tetecagtgc 
cccaacaccc 
tcaagtcctg 
teaettggtt 
tcctatctct 
gtttcttcca 
gttgttatgg 
ggctaetcea 
tacagggaee 
tctccaacaa 



ctatcattee 
taaaacatta 
taagaattgt 
tcatqcttaa 
ateecaetea 
agagaqtate 
^gaa 

ateagec 
ateaeea^tg 
atgtgattif c 
tcatteaac 
ac( 

caeagaagtg> 

ectcttaaat 

eagtaecaea 

ecaaccagat 

cagtgeetaa 

geaggatgge 

tgttggetag 

agggatgatg 

taagaageac 



aaaggaggat 
ctctgaaatt 
taaaggctat 
ggccatgatt 
eaaeagctgc 
tgaggeaeat 
attgagctgg 
aggecteaea 
gagateacca 
atettgeecg 
cagctettet 
tgctetgatt 
ctttcttetc 
aaeettttt 
[ggtgaaca 
t^tcagetec 
taetgtg 
aac^agacea 
ectotggtaa 
caaeateett 
gtggtaaaac 



ggeatataat 
gtaactaaag 
gattgtettt 
ttagcaatae 
ctggaagage 
gtcagcaagt 
accteaceaa 
caeaatgtgt 
gtgtgtgget 
cteaggetga 
ccateetaee 
tatetgagte 
ceaatteate 
ggaeaeaeaa 
ctcaatggtt 
ttgagggeaa 
gaaetaggtt 
ttgtetcaga 
cctettaett 
gtetttttat 
aettgcggat 



504 
564 
624 
684 
744 
804 
864 
924 
984 
1044 
1104 
1164 
1224 
1284 
1344 
1404 
1464 
1524 
1584 
1644 
1704 



19 



attctggact 
aaggacttta 
ccgaaggaaa 
cgagatcctt 
tcagagtttg 
gaagtactaa 
gttagcctct 
gaggttgtct 
acactgctga 
catgaaactc 
tgagagtctg 
aaagactaca 
tgcatacact 
gtaatttgaa 

g 



gtctttaaaa 
tagatcagcc 
agggctttct 
atcgWaactc 
tattgtgatt 
gcgctagagg 
gcaggatgtg 
gtggcc^gaa 
tgatttc 
cctagttV:ct 
tgacccactt 
tattgtcact 
ctcaaagcWa 
atattttctt 



aatatacagt 
agtgaccaac 
caataagcct 
attttaggca 
atcaattacc 
aagcagccaa 
gaaacctcct 
tttaaaccta 
tgctgtccgg 
tcatgtaact 
accttgcatc 
gacacacacg 
ataatttttc 
tgttaaaata 



ttaccgaaaa 
cttttcccaa 
cagctttcta 
aatatgagtt 
acaccatctc 
gtcggttagt 
tccaggggag 
tactcacttt 
tggagatccc 
tccctgaaaa 
tcacaggtag 
ttataatcat 
acttcaaaac 
gaatggtatc 



tcatataatc 
ccatacaaaa 
agatctaaca 
ttattgtccg 
ccatgaagaa 
ggaagcatga 
gttcagtgaa 
cccaaattga 
acccgaacgt 
atctaagtgt 
acagtatata 
ttatcatata 
agtattgact 
aataaataga 



ttacaatgaa 
attccttttc 
agatagccac 
tttacttgtt 
agggaacggt 
ttggtgccca 
ttgtgtagga 
atcactgctc 
cttatctaat 
ttcataaatt 
actaacaacc 
tatacataca 
tgtatacctt 
ccattaatca 



1764 
1824 
1884 
1944 
2004 
2064 
2124 
2184 
2244 
2304 
2364 
2424 
2484 
2544 
2545 



<210> 40 
<211> 12 
<212> PRT 
<213> Homo sapiens 



<400> 40 
Glu Leu Cys Leu Asp Prd 
1 5 



Lys Glu Asn Trp Val Gin 
10 



<210> 41 
<211> 12 
<212> PRT 
<213> Homo sapiens 



<400> 41 
Glu lie Cys Leu Asp Pro Gl\ 
1 5 



Ala Pro Phe Leu Lys 
10 



<210> 42 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Gin Val Cys Ala Asp Pro Ser Gl\ Glu Trp Val Gin 
1 5 \ 10 

<210> 43 
<211> 12 
<212> PRT 
<213> Homo sapiens 

<400> 43 

Gin Val Cys Ala Asp Pro Ser Glu Ser\Trp Val Gin 
15 \lO 

<210> 44 
<211> 12 
<212> PRT 

<213> Homo sapiens 



<400> 44 

Gin Val Cys Ala Asp Pro Ser Glu Ser Trp 
15 10 



il Gin 



<210> 45 



20 



Met 


Lys 


Lys 


1 






Leu 


He 


Gly 


Cys 


He 


Ser 






35 


Leu 


Lys 


Gin 




50 




Ala 


Thr 


Leu 


65 






Asp 


Val 


Lys 


Lys 


Lys 


Gin 


Val 


Arg 


Lys 






115 




<210> 




<211> 




<212> 




<213> 




<400> 


Met 


Ser 


Leu 


X 






Leu 


His 


Ala 


Leu 


Ala 


Ser 






35 


Lys 


Glu 


Glu 




50 




Cys 


He 


Lys 


65 






Glu 


Val 


He 


Thr 


Leu 


Lys 


He 


Lys 


Lys 



<211> 
<212> 
<213> 

<400> 45 

Ser i^ly Val Leu 
5 

Val G^n Gly Thr 
20 

Thr AsVi Gin Gly 



Arg Pro 
15 

Thr Ala 



115 



<210> 47 
<211> 96 




Arg Leu Asp Tl:\r 
5 

Leu Gin Val Le 
20 

Ser Thr Lys 

Ser Leu Asp Ser 
55 

Thr Thr Ser Gly 
70 

Gly Lys Gly Thr 
85 

Asp Gly Arg Lys 
100 

He Val Gin Lys 



Lys Gly 

Cys Met 

Ser Leu 
80 

He Ala 
95 

Pro Arg 
Ala Asp 





<212> 


PRT 










<213> 


Homo sapiens 




<400> 


47 








Met 


Gin He 


He 


Thr 


Thr 


Ala 


1 






5 






Trp 


Pro Glu 


Asp 


Val 


Asp 


Ser 






20 








Cys 


Cys Phe 


Ser 


Phe 


Ala 


Glu 




35 










Cys 


Tyr Arg 


Asn 


Thr 


Ser 


Ser 




50 








55 


Lys 


Leu Lys 


Arg 


Gly 


Lys 


Glu 


65 








70 




Val 


Gin Arg 


His 


Arg 


Lys 


Met 



Leu Val Gfys 
l\ 

Lys Ser Mdvt 
25 

Gin Glu Ile\ 
40 

He Cys Ser 
Ala Cys Ala 
Leu Arg His 



Leu Leu Leu Ala Gly Met 
15 

Gin Val Pro Phe Ser Arg 
30 

Pro Leu Arg Ala He Leu 
45 

sn Glu Gly Leu He Phe 
60 

Ldu Asp Thr Val Gly Trp 
75\ 80 
CysXpro Ser Lys Arg Lys 



21 




85 

<210> 48 
<211> 93 
<212> PRT 

<213> Homo ^piens 

<400> 48 
Lys lie Ser Val \Ala Ala 
5 

Leu Gly Thr Lys "^^r Glu 
20 

Glu Cys Cys Phe Thy Tyr 
35 

Met Asp Tyr Tyr Glu\ Thr 
50 

Phe lie Thr Lys Arg ^ly 
70 

Trp Val Gin Asp Tyr lUe 
85 



90 



95 



lie Pro Phe Phe Leu Leu lie Thr lie 

10 15 
Ser Ser Ser Arg Gly Pro Tyr His Pro 

25 30 
Thr Thr Tyr Lys lie Pro Arg Gin Arg 
40 45 
Asn Ser Gin Cys Ser Lys Pro Gly lie 
60 

His Ser Val Cys Thr Asn Pro Ser Asp 

75 80 
Lys Asp Met Lys Glu Asn 
90 



<210> 49 
<211> 93 
<212> PRT 

<213> Homo sapiens 

<400> 49 
Met Gin Val Ser Thr Ala Ala 

1 5 
Leu Cys Asn Gin Val Leu Ser 
20 

Ala Cys Cys Phe Ser Tyr Thr 
35 

Ala Asp Tyr Phe Glu Thr Ser 

50 55 
Phe Leu Thr Lys Arg Gly Arg 
65 70 
Trp Val Gin Lys Tyr Val Ser 
85 



Ala Val Leu Leu Cys Thr Met Ala 
10 15 
Al)^ Pro Leu Ala Ala Asp Thr Pro Thr 

25 30 
Ser\ Arg Gin lie Pro Gin Asn Phe lie 
40 \ 45 
Ser (^In Cys Ser Lys Pro Ser Val lie 
60 

Gin V\l Cys Ala Asp Pro Ser Glu Glu 

75 80 
Asp he\ Glu Leu Ser Ala 
90 



<210> 50 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 50 
Met Lys Val Ser Ala Val Leu 

1 5 
Phe Asn Pro Gin Gly Leu Ala 
20 

Thr Cys Cys Phe Thr Phe Ser 
35 

Lys Ser Tyr Val lie Thr Thr 

50 55 
Phe Arg Thr Lys Leu Gly Lys 
65 70 
Trp Val Gin Asn Tyr Met Lys 
85 

Lys Thr 



Leu Cys LeuXLeu Leu Met Thr Ala Ala 

10 \ 15 
Gin Pro Asp Ala Leu Asn Val Pro Ser 

25 \ 30 

Ser Lys Lys I]>e Ser Leu Gin Arg Leu 
40 \ 45 

Ser Arg Cys Pro\Gln Lys Ala Val lie 
0 

Glu lie Cys Ala Asp Pro Lys Glu Lys 

75 \ 80 
His Leu Gly Arg Lms Ala His Thr Leu 
90 \ 95 



<210> 51 



22 



<211> ,8^ 
<212> DI^ 

<213> Hoi^io sapiens 



<220> 
<221> CDS 
<222> (54) 



. (344) 



<400> 51 

caacccagaa accaccalfct ctcacgccaa agctcacacc ttcagcctcc aac atg 

Met 
1 



56 



aag gtc tec gca gca 
Lys Val Ser Ala Ala 
5 



2tt ctg tgg ctg ctg etc ata gca get gee ttc 
\eu Leu Trp Leu Leu Leu lie Ala Ala Ala Phe 
10 15 



104 



age cec cag ggg etc get 
Ser Pro Gin Gly Leu Ale 
20 



ggg cea get tct gtc cca ace ace tge tgc 
Gly Pro Ala Ser Val Pro Thr Thr Cys Cys 
25 30 



152 



ttt aac ctg gee aat agg kag ata ecc ctt cag cga eta gag age tac 
Phe Asn Leu Ala Asn Arg Lys lie Pro Leu Gin Arg Leu Glu Ser Tyr 
35 40 45 



200 



agg aga ate ace agt ggc aaa tgt cec cag aaa get gtg ate ttc aag 
Arg Arg lie Thr Ser Gly LysXcys Pro Gin Lys Ala Val lie Phe Lys 
50 55 \ 60 65 



248 



ace aaa ctg gee aag gat ate t\ 
Thr Lys Leu Ala Lys Asp lie C;^ 
70 



gee gae cec aag aag aag tgg gtg 
Ala Asp Pro Lys Lys Lys Trp Val 
75 80 



296 



cag gat tee atg aag tat ctg gae 
Gin Asp Ser Met Lys Tyr Leu Asp 
85 



;caa aaa tct cca act cca aag cea 
Lys Ser Pro Thr Pro Lys Pro 
95 



344 



taaataatea 
ttcttacaat 
atatatatat 
taaaaettat 
ttaececetg 
tctcttcctc 
ttgttcttgt 
ataaagtatg 
aetgagetga 



ecatttttga 
geattctgag 
atatattttt 
ectccatgaa 
ggagceeeaa 
cetggaatct 
gaacceaaag 
tgeatatttt 
ggggg 



aaccaaaeca 
gtaaccteat 
ttttaaaaaa 
tatcagttat 
ttcgatccce 
tgtaaaggte 
tgtgaetcat 
attatagtea 



igeetgagt 
taVcagtcea 
aac^ 

Laaactg 
tgtcacgtgt 
etggaaaaga 
taaatVgaag 
ctagtqgtaa 



gttgcctaat 
aagggcatgg 
catttaattt 
taaagctttg 
gggeaatgtt 
tgateagtat 
taatgttgtt 
tttttttgtg 



ttgtttteee 
gttttattat 
attgaggett 
tgcagattet 
eeccetctee 
gaaaatgtea 
ttaggaatae 
ggaaatccac 



404 
464 
524 
584 
644 
704 
764 
824 
839 



<210> 52 

<211> 114 

<212> PRT 

<2 13 > Homo sapiens 

<400> 52 

Met Ser Leu Leu Ser Ser Arg Ala Ala Arg Val )?ro Gly Pro Ser Ser 

1 5 10 \ 15 

Ser Leu Cys Ala Leu Leu Val Leu Leu Leu Leu Lqu Thr Gin Pro Gly 

20 25 \ 30 

Pro lie Ala Ser Ala Gly Pro Ala Ala Ala Val Leii Arg Glu Leu Arg 

35 40 \45 

Cys Val Cys Leu Gin Thr Thr Gin Gly Val His Pro \ys Met lie Ser 

50 55 60 

Asn Leu Gin Val Phe Ala lie Gly Pro Gin Cys Ser lVs Val Glu Val 



23 



65 








70 










75 










80 


Val 


Ala' Ser 


Leu 


Lys 


Asn 


Gly 


Lys 


Glu 


He 


Cys 


Leu 


Asp 


Pro 


Glu 


Ala 








85 










90 










95 




Pro 


Phe Leu 


\Lys 


Lys 


Val 


He 


Gin 


Lys 


He 


Leu 


Asp Gly Gly 


Asn 


Lys 






Voo 










105 










110 






Glu 


Asn 






























<210> 


53\ 




























<211> 


107^ 




























<212> 


PRT 




























<213> 


Homo \ sapiens 






















<400> 




























Met 


Ala Arg 


Ala 


inr 


Leu 


Ser 


Ala 


Ala 


Pro 


Ser 


Asn 


Pro 


Arg 


Leu 


Leu 


1 






5 \ 










10 










15 




Arg 


Val Ala 


Leu 


Leu 


VLeu 


Leu 


Leu 


Leu 


Val 


Ala 


Ala 


Ser 


Arg 


Arg 


Ala 






20 










25 










30 






Ala 


Gly Ala 


Pro 


Leu 


Ala. 


Thr 


Glu 


Leu 


Arg 


Cys 


Gin 


Cys 


Leu 


Gin 


Thr 




35 










40 


















Leu 


Gin Gly 


He 


His 


Le\i 


Lys 


Asn 


He 


Gin 


Ser 


Val 


Lys 


Val 


Lys 


Ser 




50 








55 










60 










Pro 


Gly Pro 


His 


Cys 


Ala^ 


\Gln 


Thr 


Glu 


Val 


He 


Ala 


Thr 


Leu 


Lys 


Asn 


D D 








70 










/ D 










Q n 


Gly 


Gin Lys 


Ala 


Cys 


Leu 


Aten 


Pro 


Ala 


Ser 


Pro 


lYiec 


va J. 


Lys 


Lys 


He 








85 










90 










95 




He 


Glu Lys 


Met 


Leu 


Lys 


AsA 


Gly Lys 


Ser 


Asn 
















100 










105 


















<210> 


54 




























<211> 


98 




























<212> 


PRT 




























<213> 


Homo sapiens 






















<400> 


54 


























Met 


Asn Pro 


Ser 


Ala 


Ala 


Val 


He 


Phe 


Cys 


Leu 


He 


Leu 


Leu 


Gly 


Leu 


1 






5 










10 










15 




Ser 


Gly Thr 


Gin 


Gly 


He 


Pro 


Leu 


AlV 


Arg 


Thr 


Val 


Arg 


Cys 


Asn 


Cys 






20 










25\ 










30 






He 


His He 


Asp 


Asp Gly 


Pro 


Val 


Arg> 


iMet 


Arg 


Ala 


He 


Gly 


Lys 


Leu 




35 










40 










45 








Glu 


He He 


Pro 


Ala 


Ser 


Leu 


Ser 


Cys 


Eiro 


Arg 


Val 


Glu 


He 


He 


Ala 




50 








55 










60 










Thr 


Met Lys 


Lys 


Asn Asp 


Glu 


Gin Arg 


cy^ 


Leu 


Asn 


Pro 


Glu 


Ser 


Lys 


65 








70 










75 










80 


Thr 


He Lys 


Asn 


Leu 


Met 


Lys 


Ala 


Phe 


SeA 


Gin 


Lys 


Arg 


Ser 


Lys 


Arg 








85 










90 ^ 










95 





Ala Pro 



<210> 55 \ 

<211> 1041 \ 

<212> DNA \ 
<213> Homo sapiens \ 

<220> \ 
<221> CDS \ 
<222> (18) . . . (338) \ 

<400> 55 \ 
cccgcctgct gagcccc atg gcc cgc get get etc tee gee gcc cee age 50 

Met Ala Arg Ala Ala Leu Ser Ma Ala Pro Ser 



24 



10 



aat ccc c>gg etc ctg cga gtg gca ctg ctg etc etg etc ctg gta gee 
Asn Pro A^g Leu Leu Arg Val Ala Leu Leu Leu Leu Leu Leu Val Ala 
15 20 25 



98 



get gge cgg\egc gca gca gga gcg tec gtg gcc act gaa ctg cgc tgc 
Ala Gly Arg Arg Ala Ala Gly Ala Ser Val Ala Thr Glu Leu Arg Cys 
30 \ 35 40 



146 



cag tgc ttg ea4 ace ctg eag gga att cac ccc aag aac ate caa agt 
Gin Cys Leu GlnXrhr Leu Gin Gly lie His Pro Lys Asn lie Gin Ser 
45 \ 50 55 



194 



gtg aac gtg aag t^c ccc gga ccc cac tgc gee caa acc gaa gtc ata 
Val Asn Val Lys SeV Pro Gly Pro His Cys Ala Gin Thr Glu Val He 
60 \ 65 70 75 



242 



gcc aca etc aag aat 
Ala Thr Leu Lys Asn 
80 



J99 egg aaa get tgc etc aat cct gca tec ccc 
Arg Lys Ala Cys Leu Asn Pro Ala Ser Pro 
85 90 



290 



ata gtt aag aaa ate ati gaa aag atg etg aac agt gac aaa tec aac 
He Val Lys Lys lie IleXGlu Lys Met Leu Asn Ser Asp Lys Ser Asn 
95 \ 100 105 



338 



tgaecagaag 
aggaacagaa 
tttgagcate 
ctatgttaat 
tcctattata 
tttaatttga 
gagcetgcaa 
agateattgt 
tgtcagttgt 
actttaagaa 
atactgeett 
tattgatgtt 



ggaggaggaa 
gaggaaagag 
gcttaggaga 
attttaggtg 
ttcattcttt 
aggtagaatg 
eatgeeagee 
gaaggcaggg 
tatttattga 
ctaaaatgtt 
gtttaatggt 
ttcatagaga 



gctx:actggt 
agaJcacagct 
agtottctat 
taaa- ^ 

itgtc 
ttttc/ 
aetgtg^tag 
gaatgtafgt 
aatgatt 
ctaaatat^c 
agttttaci 
atataaaaa^ 



ggctgttect 
gcagaggcea 
ttatttattt 
aagggtatga 
aaccccaagt 
ttctceagtc 
aggctggegg 
geacatctgt 
cagtgtgtgg 
cttggacatt 
tgtttetggc 
aaagcactta 



gaaggaggee 
eetggattgt 
atteattagt 
ttaactctac 
tagttcaatc 
attatgttaa 
atecaagcaa 
tttgtaactg 
teaacattte 
ttatgtettt 
ttagaacaaa 
tag 



ctgeccttat 
gcctaatgtg 
tttgaagatt 
ctgcacactg 
tggattcata 
tatttctgag 
atggccaatg 
tttagatgaa 
teatgttgaa 
ettgtaagge 
ggggcttaat 



398 
458 
518 
578 
638 
698 
758 
818 
878 
938 
998 
1041 



<210> 56 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Asn Ala Lys Val Val Val Val Leu ^al Leu Val Leu Thr Ala Leu 

15 ro 15 

Cys Leu Ser Asp Gly Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys 

20 25 \ 30 

Arg Phe Phe Glu Ser His Val Ala Arg AlA Asn Val Lys His Leu Lys 

35 40 \ 45 

He Leu Asn Thr Pro Asn Cys Ala Leu Gin Vie Val Ala Arg Leu Lys 

50 55 \ 60 

Asn Asn Asn Arg Gin Val Cys He Asp Pro Lys Leu Lys Trp He Gin 
65 70 79y 80 

Glu Tyr Leu Glu Lys Ala Leu Asn Lys Arg PhJf Lys Met 
85 90 



<210> 57 
<211> 107 
<212> PRT 

<213> Homo sapiens 



25 



<400>\57 



Met Ala Arg Ala Ala Leu Ser Ala Ala Pro Ser 

1 \ 5 10 

Arg Val Ala heu Leu Leu Leu Leu Leu Val Ala 

20\ 25 
Ala Gly Ala SerXval Ala Thr Glu Leu Arg Cys 

35 \ 40 

Leu Gin Gly lie His Pro Lys Asn lie Gin Ser 

50 \ 55 

Pro Gly Pro His C^e Ala Gin Thr Glu Val He 
65 \ 70 75 

Gly Arg Lys Ala Cys\ Leu Asn Pro Ala Ser Pro 

85 \ 90 
He Glu Lys Met Leu lAsn Ser Asp Lys Ser Asn 
100 \ 105 



Asn Pro Arg Leu Leu 
15 

Ala Gly Arg Arg Ala 
30 

Gin Cys Leu Gin Thr 
45 

Val Asn Val Lys Ser 
60 

Ala Thr Leu Lys Asn 
80 

He Val Lys Lys He 
95 



<210> 58 
<211> 1560 
<212> DMA 

<213> Homo sapiei\s 

<220> 
<221> CDS 
<222> (102) . . . (398)\ 



<400> 58 

ctccataagg cacaaacttt caga^acagc agagcacaca 
ggaagaaacc accggaagga accat)ctcac tgtgtgtaaa 



agcttctagg acaagagcca 
c atg act tec aag ctg 
Met Thr Ser Lys Leu 
1 5 



60 
116 



gcc gtg get etc ttg gea gee Vtc ctg att tct gea get ctg tgt gaa 
Ala Val Ala Leu Leu Ala Ala Pne Leu He Ser Ala Ala Leu Cys Glu 
10 \ 15 20 



164 



ggt gea gtt ttg cea agg agt gct\ aaa gaa ett aga tgt cag tge ata 
Gly Ala Val Leu Pro Arg Ser AlaALys Glu Leu Arg Cys Gin Cys He 
25 \ 30 35 



212 



aag aca tac tec aaa act ttc cac 
Lys Thr Tyr Ser Lys Pro Phe His 
40 45 



:c aaa ttt ate aaa gaa ctg aga 
fo Lys Phe He Lys Glu Leu Arg 
50 



260 



gtg att gag agt gga cea cac tge ged aac aca gaa att att gta aag 
Val He Glu Ser Gly Pro His Cys AlaXAsn Thr Glu He He Val Lys 
55 60 \ 65 



308 



ett tct gat gga aga gag etc tgt ctg ^c ccc aag gaa aac tgg gtg 
Leu Ser Asp Gly Arg Glu Leu Cys Leu Asp Pro Lys Glu Asn Trp Val 
70 75 \ 80 85 



356 



cag agg gtt gtg gag aag ttt ttg aag aggV get gag aat tea 
Gin Arg Val Val Glu Lys Phe Leu Lys ArgxAla Glu Asn Ser 
90 95 



398 



taaaaaaatt 
caaatctact 
acaagattec 
gaaatatcca 
aaataatttt 
aaattgggcc 
ctagaatgtg 



cattctctgt 
tcaacacttc 
tggttaaatt 
gaacatactt 
taaatataag 
aagggccaag 
atatttgaag 



ggtatecaag 
atgtattgtg 
tgaattteag 
atatgtaaag 
gattttceta 
agaatatccg 
eateacataa 



aatcagtge 
tgggtetgt\ 
taaaeaat 
tattatttat 
gatattgeae 
aactttaatt 
aaatgatggg 



gatgccagtg 
gtagggttgc 
atagtttttc 
atctae 
rggagaatat 
tWggaattg 
acVataaatt 



aaaettcaag 
cagatgeaat 
attgtaecat 
aaaaaacaac 
acaaatagca 
aatgggtttg 
ttgecataaa 



458 
518 
578 
638 
698 
758 
818 



26 



gtcaaatttc 

agccaggatc^ 

aaaaagtatt 

taagtttttt 

ttatgtattt 

cattgattga 

atgttttatt 

cccagttaaa 

gtttatctga 

gccagctgtg 

agccaaaact 

acaaatagat 

ttttaacttt 



g^ctggaaatc 
cacaagtcct 
.gccaccatc 
tcataaca 
atttaagcat 
ati^gttataa 
agi 

tttfecatttc 
aattVtaatt 
ttggragtgc 
ccacaqtcaa 
tcttataata 
aaaaaaaacc 



ctggattttt 
tgttccactg 
ttacctcaca 
taaattattt 
caaatatttg 
agatgttata 
caatcagggt 
agatatacaa 
gaactaacaa 
tgtgttgaat 
tattagtaat 
ttatttaaat 

gg 



ttctgttaaa 
tgccttggtt 
gtgatgttgt 
tcaagtgtaa 
tgcaagaatt 
gtaaatttat 
ttttagatta 
caaataattt 
tcctagtttg 
tacggaataa 
ttcttgctgg 
gactgcattt 



tctggcaacc 
tctcctttat 
gaggacatgt 
cttattaacc 
tggaaaaata 
tttattttag 
aacaaacaaa 
tttagtataa 
atactcccag 
tgagttagaa 
ttgaaacttg 
ttaaatacaa 



ctagtctgct 


878 


ttctaagtgg 


938 


ggaagcactt 


998 


tatttattat 


1058 


gaagatgaat 


1118 


atattaaatg 


1178 


caattgggta 


1238 


gtacattatt 


1298 


tcttgtcatt 


1358 


ctattaaaac 


1418 


tttattatgt 


1478 


ggctttatat 


1538 




1560 



<210> 59 
<211> 15 
<212> PRT 
<213> Homo sapiens 



<400> 59 
Asn Leu Gin Val Phe Ale 
1 5 



lie Gly Pro Gin Cys 
10 



Ser Lys Val Glu 
15 



<210> 60 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<400> 60 
Val Asp Tyr Tyr Glu Thr Ser ^ 
1 5 



Ser Leu Cys Ser Gin Pro Ala 
10 



<210> 61 

<211> 15 

<212> PRT 

<213> Homo sapiens 



<400> 61 

Val Asp Tyr Tyr Glu Thr Ser Ser L^ 
1 5 



Cys Ser Gin Pro Ala Val 
10 15 



<210> 62 
<211> 15 
<212> PRT 

<213> Homo sapiens 



<400> 62 

Glu Ser Tyr Arg Arg lie Thr Asn lie Gin 
15 10 



:ys Pro Lys Glu Ala 
15 



<210> 63 
<211> 15 
<212> PRT 

<213> Homo sapiens 



<400> 63 

Glu Ser Tyr Arg Arg Thr Thr Ser Ser His Cys 
15 10 



\o Arg Glu Ala 
15 



<210> 64 
<211> 15 
<212> PRT 



27 



<213> Siomo sapiens 



<400> 6^ 
Lys Ser Tyr 
1 



lie Thr Thr Ser Arg Cys Pro Gin Lys Ala Val 
5 10 15 



<210> 65 

<211> 12 

<212> PRT 

<213> Homo 



<400> 65 
Glu lie Cys Ala Asp 
1 5 



Pro Lys Glu Lys Trp Val Gin 
10 



<210> 66 
<211> 12 
<212> PRT 
<213> Homo sapien)^ 

<400> 66 
Glu lie Cys Ala Asp Pro 
1 5 



ir Gin Lys Trp Val Gin 
10 



<210> 67 
<211> 12 
<212> PRT 
<213> Homo sapiens 

<400> 67 
Glu lie Cys Ala Asp Pro Lys Gl\ 
1 5 



Arg Trp Val Arg 
10 



<210> 68 
<211> 16 
<212> PRT 
<213> Homo sapiens 

<400> 68 . 
Met lie Cys Ala Asp Pro Lys Xaa Ali Ala Xaa Ala Ala Trp Val Gin 
1 5 \ 10 15 

<210> 69 
<211> 15 
<212> PRT 
<213> Homo sapiens 



<400> 69 

Ser Val Asn Val Lys Ser Pro Gly Pro His 
15 10 



Cys Ala Gin Thr Glu 
15 



<210> 70 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Ser Val Lys Val Lys Ser Pro Gly Pro His Cys i^Q.a Gin Thr Glu 
1 5 10 \ 15 



<210> 71 
<211> 15 



28 



<212> .PRT 

<21^> Homo sapiens 
<400y 71 

Ser Val Ask Val Arg Ser Pro Gly Pro His Cys Ala Gin Thr Glu 
^5 10 15 

<210> 
<211> 
<212> 

<213> Hipmo sapiens 



<400> 72\ 
Lys Ala Cys Le^ 
1 



Asn Pro Ala Ser Pro lie Val Lys 
5 10 



<210> 73 

<211> 12 

<212> PRT 

<213> Homo Ipapiens 



<400> 73 
Lys Ala Cys Leu Asr 
1 5 



Pro Ala Ser Pro Met Val Lys 
10 



<210> 74 

<211> 12 

<212> PRT 

<213> Homo sapiehs 



<400> 74 
Lys Ala Cys Leu Asn Pro 
1 5 



Qa Ser Pro Met Val Gin 
10 



<210> 75 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 75 

Lys Ser Tyr Lys lie lie Thr Sfer Ser Lys Cys Pro 
1 5 \ 10 



<210> 


76 


<211> 


661 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(32) 


<400> 


76 



. (331) 



tcaaactgaa gctcgcactc tcgcctccag c 



atgVaaa gtc tct gcc gcc ctt 
Met Yiys Val Ser Ala Ala Leu 
1 \ 5 



52 



ctg tgc ctg ctg etc ata gca gcc acc ttc att ccc caa ggg etc get 
Leu Cys Leu Leu Leu lie Ala Ala Thr Phe li\e Pro Gin Gly Leu Ala 
10 15 \ 20 



100 



cag oca gat gca ate aat gcc eca gtc acc tgc \gc tat aac ttc acc 



148 



29 



Gin Pro Asp AUa lie Asn Ala Pro Val Thr Cys Cys Tyr Asn Phe Thr 
25 \ 30 35 



aat agg aag ati 
Asn Arg Lys lie 
40 



tea gtg cag agg etc gcg age tat aga aga ate ace 
Ser Val Gin Arg Leu Ala Ser Tyr Arg Arg lie Thr 
45 50 55 



196 



age age aag tgt 
Ser Ser Lys Cys 



^ee aaa gaa get gtg ate tte aag ace att gtg gee 
ro Lys Glu Ala Val He Phe Lys Thr He Val Ala 
\o 65 70 



244 



aag gag ate tgt get 
Lys Glu He Cys Ala 
75 



gae ccc aag cag aag tgg gtt cag gat tec atg 
^Asp Pro Lys Gin Lys Trp Val Gin Asp Ser Met 
80 85 



292 



gae cae etg gae aag 
Asp His Leu Asp Lys 
90 



eaa ace caa act ecg aag act tga acaetcacte 
n Thr Gin Thr Pro Lys Thr * 
95 



341 



cacaaeccaa gaatetgeag fctaaettatt 
tattttatta taatgaattt tjgtttgttga 
ttettattta agttattgat gttttaagtt 
acagagaett ggggaaattg cntttcctet 
gagggtcttt geaagaatea ttVttttaae 
aaaatattat tgtggaaatg 



tteccctage tttccccaga catcctgttt 
tgtgaaacat tatgcettaa gtaatgttaa 
tatctttcat ggtactagtg ttttttagat 
tgaaceacag ttctacccct gggatgtttt 
attccaatge atttaataca aagaattget 



401 
461 
521 
581 
641 
661 



<210> 77 

<211> 1847 

<212> DNA 

<213 > Homo sapiens 



<220> 
<221> CDS 
<222> (80) . 



(346) 



<400> 77 

tctccgtcag ccgcattgcc cgctcggcgft ecggeeeceg accegtgetc gtccgcccgc 
ccgcccgccc gcccgcgcc atg aac gccXaag gtc gtg gte gtg etg gte etc 

Met Asn AlaWs Val Val Val Val Leu Val Leu 
1 \ 5 10 



60 
112 



gtg etg ace gcg etc tgc etc age gaa ggg aag ccc gtc age etg age 
Val Leu Thr Ala Leu Cys Leu Ser AspXciy Lys Pro Val Ser Leu Ser 
15 20 \ 25 



160 



tac aga tge eea tgc ega tte tte gaa a^e cat gtt gee aga gee aac 
Tyr Arg Cys Pro Cys Arg Phe Phe Glu Ser His Val Ala Arg Ala Asn 
30 35 \ 40 



208 



gte aag eat etc aaa att etc aac act cca\ aac tgt gee ctt cag att 
Val Lys His Leu Lys He Leu Asn Thr ProXAsn Cys Ala Leu Gin He 
45 50 \ 55 



256 



gta gee egg etg aag aac aac aac aga caa dtg tgc att gae eeg aag 
Val Ala Arg Leu Lys Asn Asn Asn Arg Gin Val Cys He Asp Pro Lys 
60 65 \o 75 



304 



eta aag tgg att cag gag tac etg gag aaa gcd tta aac aag 
Leu Lys Trp He Gin Glu Tyr Leu Glu Lys Ala\Leu Asn Lys 
80 85 



346 



taagcacaac agccaaaaag gactttcegc tagacccact cqaggaaaac taaaaeettg 



406 



30 



tgagagatga 
gtgtggggtg 
atttatagca 
gttggaactt 
caagcagtta 
atcaacgagt 
gggagtctgg 
cagacactga 
ataccgactg 
tggctctgtg 
ccagctattc 
atttctgtag 
ccctgcatcc 
tttggcctcc 
tacccgcaaa 
gagtgactgg 
tctgaggttt 
ccccctcctg 
tttccatgca 
cattttttta 
atttcaaaat 
cagtagttta 
atatataaat 
aaaattgtat 
a 



\gca 



aaigggcaaag 
ggaacattga 
tacggtatga 
ttartactgg 
gttcittcat 
acttcaagat 
gcacagf cag 
ggctcct 
gggctggl 
ggctccatipt 
ctactctc^c 
cctgatca« 
ctctcctcc 
tccagaatg* 
agacaagtct 
gtttgtgatt 
ccgaaatcag 
aagccacagc 
tagatgcgat 
tatatatttt 
atatttatag 
tacttctcta 
gtgattgcag 
caaatgtgac 



acgtggggga 
tctgggatcg 
tattgcagct 
ggtttttcta 
gatcatcaca 
ctgaatttgg 
gtggtggctt 
gcagcgcccc 
gccgccactg 
agaagccact 
cccgactccg 
gccgcaccag 

agggcctgcc 

agctggccct 
^ttacagaatc 
jcctctgaag 
lagcgaaaaa 
jgggttcag 
c^facagaagg 
tc 

tcbaacaagt 
ttatctcaaa 
cttttcaatg 
attatatgca 



gggggcctta 
ggcctgaggt 
tatattcatc 
agaaagaaat 
atcatcatca 
cttgtttgga 
aacagggagc 
tcccaagagg 
ccttcacctc 
attactggga 
agagcatgct 
ccgggaagag 
ccacagctcg 
ctcctgggga 
aaatgcaatt 
cctatgtatg 
atcagtgaat 
gttccaatca 
tcctggtggt 
tttttttacg 
catatatatg 
ctactggcaa 
ttagccacag 
ctagcaataa 



accatgagga 
ttgcagcatt 
catgccctgt 
tgtattatca 
ttctcattct 
gcatctcctc 
tggaaaaagt 
aaggcctctg 
ctctttcaaa 
ctgtctcaga 
taatcttgct 
ggtgattgct 
ggccctctgt 
tgtgtaatgg 
ttaaatctga 
ccatggaggc 
aaaccatcat 
gaactgttgg 
atttgtaact 
attctttaga 
aatgagagcc 
tttgtaaaga 
tgtatttttt 
aatgctaatt 



ccaggtgtgt 
tagaccctgc 
acctgtgcac 
acagcatttt 
cattttttaa 
tgctcccctg 
gtcctttctt 
tggcactcag 
cctcagtgat 
gacccctctc 
tctgcttctc 
ggggctcgtg 
gagatccgtc 
tccccctgct 
gagctcgctt 
actaacaaac 
cttgccacta 
caaggtgaca 
ttttgcaagg 
aaacaaatgt 
atatgaatgt 
aatatatatg 
cacttgtact 
gtttcatggt 



466 
526 
586 
646 
706 
766 
826 
886 
946 
1006 
1066 
1126 
1186 
1246 
1306 
1366 
1426 
1486 
1546 
1606 
1666 
1726 
1786 
1846 
1847 



<210> 78 

<211> 1160 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (27) 



(299) 



<400> 78 

cctccgacag cctctccaca ggtacc atgXaag gtc tec gcg gca cgc etc get 

Met \jys Val Ser Ala Ala Arg Leu Ala 
1 \ 5 



53 



gtc ate etc att get act gee etc tga get cct gca 
Val lie Leu lie Ala Thr Ala Leu CysXAla Pro Ala 
10 15 \ 20 



tct gee tec cea 
Ser Ala Ser Pro 
25 



101 



tat tec teg gae ace aca cce tge tgc ttt gee tac 
Tyr Ser Ser Asp Thr Thr Pro Cys Cys pAe Ala Tyr 
3 0 3! 



att gee egc cca 
lie Ala Arg Pro 
40 



149 



ctg cce egt gee eae ate aag gag tat ttc \tac ace 
Leu Pro Arg Ala His lie Lys Glu Tyr Phe \yr Thr 
45 50 



agt ggc aag tgc 
Ser Gly Lys Cys 
55 



197 



tec aac eca gca gtc gtc ttt gtc ace ega aa^ aac 
Ser Asn Pro Ala Val Val Phe Val Thr Arg Ly^Asn 
60 65 



cgc caa gtg tgt 
Arg Gin Val Cys 
70 



245 



gee aac cca gag aag aaa tgg gtt egg gag tac sLc 
Ala Asn Pro Glu Lys Lys Trp Val Arg Glu Tyr lie 
75 80 8^ 



aac tct ttg gag 
Asn Ser Leu Glu 



293 



atg 
Met 



age 
Ser 



taggatggag agtccttgaa ectgaactta cacaaatttg cetgtttctg 



349 



31 




90 

cttgctcttg 
agggcccaga 
ggtggctcag 
tcaggagttc 
aaattagccg 
gagaatggcg 
cagcctgggc 
aaaaattagc 
gaaaattgtt 
ccagcctggg 
taaagcctag 
ctctggcttt 
tagaggcaag 
ggagcttact 



tcctagpttg 
ttctga^ 
ccttgtciatc 
gagacagcct 
ggcgtggAag 
tgaacccggg 
gacagagcQa 
cgcgtggtgi 
tgaacccag* 
tgacaaagtg^ 
aagagcttct 
gccttggctt 
gaagggagga 
ggcaaacatg 



ggaggcttcc 
gacgagcagc 
ccagcacttt 
ggccaacatg 
cgggcgcctg 
agcggagctt 
gactccgtct 
cccacgcctg 
aggtggaggc 
agactccgtc 
^gaggcgctgc 
zgcaagggct 
jcactgcact 
laaatcggg 



cctcactatc 
agttacaaaa 
gggaggccaa 
atgaaacccc 
tagtcccagc 
gcagtgagcc 
caaaaaaaaa 
taatcccagc 
tgcagtgagc 
acaacaacaa 
tttgtcaaaa 
ctgtgacaag 
cttaagcttc 

g 



ctaccccacc 
accttcccca 
ggtgggtgga 
atgtgtacta 
tactcgggag 
gagatcgcgc 
aaaaaaaaaa 
tactcgggag 
tgagattgtg 
caacaaaaag 
ggaagtctct 
gaaggaagtc 
cgccgtctca 



cgctccttga 
ggctggacgt 
tcacttgagg 
aaaatacaaa 
gctgaggcag 
cactgcactc 
aaaaaaatac 
gctaaggcag 
ccacttcact 
cttccccaac 
aggttctgag 
agcatgcctc 
acccctcaca 



409 
469 
529 
589 
649 
709 
769 
829 
889 
949 
1009 
1069 
1129 
1160 



<210> 79 
<211> 696 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> (109) 



(384) 



<400> 79 
ttcccccccc cccccccccc ccccgc 
tgagttctgc agcctcacct ctgaga< 



:cga gcacaggaca cagctgggtt ctgaagcttc 
^aac ctcttttcca ccaatacc atg aag etc 

Met Lys Leu 
1 



60 
117 



tgc gtg act gtc ctg tct etc ct^ 
Cys Val Thr Val Leu Ser Leu Lei: 
5 10 



atg eta gta get gcc ttc tgc tct 
Met Leu Val Ala Ala Phe Cys Ser 
15 



165 



cca gcg etc tea gea cea atg ggc 
Pro Ala Leu Ser Ala Pro Met Gly 
20 25 



gae cet ecc ace gcc tgc tgc 
sr Asp Pro Pro Thr Ala Cys Cys 
30 35 



213 



ttt tct tac ace gcg agg aag ett cct 
Phe Ser Tyr Thr Ala Arg Lys Leu Pre 
40 



cgc aac ttt gtg gta gat tac 
Arg Asn Phe Val Val Asp Tyr 
45 50 



261 



tat gag acc age age etc tgc tec cag 
Tyr Glu Thr Ser Ser Leu Cys Ser Gin 
55 60 



get gtg gta ttc caa acc 
CO Ala Val Val Phe Gin Thr 
65 



309 



aaa aga age aag caa gtc tgt get gat ce 
Lys Arg Ser Lys Gin Val Cys Ala Asp Pro^ 
70 75 



agt gaa tec tgg gtc cag 
Ser Glu Ser Trp Val Gin 
80 



357 



gag tac gtg tat gae ctg gaa ctg aac tgagd^tgctc agagacagga 
Glu Tyr Val Tyr Asp Leu Glu Leu Asn 
85 90 



404 



agtcttcagg gaaggtcacc tgagcccgga tgettetcca tgagacaeat eteetceata 464 

ctcaggacte ctetccgcag ttcctgtccc ttctcttaatV ttaatctttt ttatgtgceg 524 

tgttattgta ttaggtgtea tttccattat ttatattagt Vtagccaaag gataagtgtc 584 

ctatggggat ggteeaetgt eaetgtttct etgetgttgc aaatacatgg ataacacatt 644 

tgattctgtg tgtttteeat aataaaaett taaaataaaa tgeagacagt ta 696 



32 



<210> 

<211> 2s738 
<212> 

<213> Hofrio sapiens 



<220> 
<221> CDS 
<222> (123)\ 



. . (353) 



<400> 80 

gaacaaccca gaaacctlica cctctcatgc tgaagctcac acccttgccc tccaagatga 

aggtttctgc agcgcttctg tgcctgctgc tcatggcagc cactttcagc cctcagggac 

tt get cag cca gat nca gtt tec att cca ate aec tge tge ttt aae 

Ala Gin Pro Asp Ser Val Ser lie Pro lie Thr Cys Cys Phe Asn 
1 a 10 15 



60 
120 
167 



gtg ate aat agg aaa at 
Val lie Asn Arg Lys ll\ 
20 



cet ate eag agg etg gag age tae aea aga 
Pro lie Gin Arg Leu Glu Ser Tyr Thr Arg 
25 30 



215 



ate ace aae ate eaa tgt 
lie Thr Asn lie Gin Cys 
35 



iccc aag gaa get gtg ate ttc aag aec eaa 
ro Lys Glu Ala Val lie Phe Lys Thr Gin 
40 45 



263 



egg ggc aag gag gtc tgt gi. 
Arg Gly Lys Glu Val Cys 
50 



:t gae cec aag gag aga tgg gtc agg gat 
Asp Pro Lys Glu Arg Trp Val Arg Asp 
55 60 



311 



tec atg aag cat ctg gac caa\ata ttt caa aat ctg aag cca 
Ser Met Lys His Leu Asp Gin ule Phe Gin Asn Leu Lys Pro 
65 70 \ 75 



353 



tgagcettea 
acctccccca 
aaataattta 
tttaactcta 
ttttgttttt 
tectacctgt 
tattctttgg 
aattgatgtt 
atatataatt 
gggttaatcg 
ettagttaaa 
getaggctaa 
ggtgatttag 
gctaatagaa 
ctcaccctec 
tttcagcece 
cagatttate 
tagceactgt 
tgaccceaca 
tecaaagctt 
atttgtatae 
aatatgagct 
taatatttta 
tatatgtcat 
ggtattgtat 
atgtccctat 
aaattttcac 
geagcagaca 
cetgetcaga 
tctctgcaac 



tacatggact 
ggtgcagtgt 
aagcataata 
tctgteatae 
gttttcctgt 
ctgtagtgtt 
eaateagtgc 
actgtatata 
taaaactaag 
tgtgaccgcg 
ctttcgttta 
gcgttttgag 
agggtgaact 
aggetaggae 
aacatgaaag 
caggggcttg 
aataagaaaa 
eccegggaag 
cagaagtggg 
tgaacattca 
cctgtcettt 
ttatgtaata 
atttaatett 
cteagtgetg 
aagtcettge 
ggaagcatat 
ataaaataga 
gtggtcagtc 
ateatgcagg 
cagttctetg 



gagagtea^a 
t 

tttettaaa^^ 
atcetagtg< 
gagctcaact^ 
gtggggtcct 
tcctgtaagt 
actatggaat 
aaaaaaaaaa 
gtggctggea 
ttgctaaagg 
ctgcattgct 
cactggaatg 
caaaecagaa 
ectctgeage 
cteagceagt 
tecctaagea 
ctgtaatett 
tecaggaett 
tgactgaact 
ctcagagtgg 
atgtgaatca 
ccatggattt 
taaaaactgt 
aagaateagt 
tgttattata 
tttttgtata 
ctttcttgge 
tetccactgc 
cateacttgc 



gcttgaagaa 
tattataaca 
agtatttaat 
atgtaaaatg 
aagtteaegg 
ccatggatc 
aatgtgtg 
tgaaaaaa 
aaaaaaaaaa 
cga&attgae 
ttaatcactg 
gcgtgcttga 
cttg 
acctcAaatt 
aettet* 
tgggatt^at 
gaggetggag 
caagace 
tatgaagc. 
gaaaaeaagi 
ttctgagat 
tggtttttct 
tggtgggttt 
gggatgetce 
gcaaagattt 
taattacata 
acaaaaaaaa 
tetgetgaea 
tgeeettget 
tgctgacaeg 



:aHa 



aagettattt 
tecacaaaga 
tatatttaag 
caaaatcetg 
caaaatgtea 
atcaaggtga 
etttgtactg 
aatttcaaaa 
aaaaaggttt 
eaaccctggg 
ctgtttcccg 
tgcttgtccc 
catgtgtaat 
ctcatgtgga 
etgetgetea 
acttcaacta 
agetaeagaa 
etggaeaagg 
etggaeaaga 
eatgaettga 
attttaatct 
tagtagattt 
\tgaaeataaa 
eeettctct 
tttaattg 
^tgcatatg 
aaaaaaaaaa 
ctMagecea 
gtc&teetet 
ecgaccgect 



atttteecea 
gattattttt 
ttgttgatgt 
gtgatgtgtt 
ttgtteteee 
aacactttgg 
ctgttgttga 
agaaaaaaat 
etattgaett 
gttagtatag 
tgggggtgtg 
ttttgatcgt 
cttactaaga 
ageeeatgee 
eageagetge 
cetgetgeta 
ggaceaeeag 
agatctgtge 
aaacccaaac 
gaaacaaata 
aattctaagg 
taaaagttat 
geettggatg 
aeeteatggg 
ttaagatatg 
tatgactcce 
aaggacaegg 
eatteegtea 
geaccatgge 
gctgettcag 



413 
473 
533 
593 
653 
713 
773 
833 
893 
953 
1013 
1073 
1133 
1193 
1253 
1313 
1373 
1433 
1493 
1553 
1613 
1673 
1733 
1793 
1853 
1913 
1973 
2033 
2093 
2153 



33 



ctacaccYcc 
gtgctcca^g 
cagtgagg< 
gaagcttcg^ 
tgggaacatg 
ccacactgtg 
aatttatttt 
ctcccccttc 
gcagtcatgg 
ctgtgatcgg 



Qggcagattc 
cccggtgtca 
tgggtccaga 
ggcccagcga 
s^cgtgtgacct 
ictcttct 
jatttcaca 
cctcacaccg 
Icaaagcc 
cctqgggaaa 



cacagaattt 
tcttcctaac 
aatatgtcag 
cctcggtggg 
ccacagctac 
taacttaaat 
gtgtgtttgt 
cgtctggtga 
accagactga 
taataaagat 



catagctgac 
caagcgaagc 
cgacctggag 
cccagtgggg 
ctcttctatg 
tttaatttat 
gattgtttgc 
caaccgagtg 
caaatgtgta 
gctcttttaa 



tactttgaga 
cggcaggtct 
ctgagtgcct 
aggagcagga 
gactggttgt 
ttatactatt 
tctgagagtt 
gctgtcatca 
tcggatgctt 
aaggt 



cgagcagcca 
gtgctgaccc 
gaggggtcca 
gcctgagcct 
tgccaaacag 
tagtttttgt 
cccctgtccc 
gcctgtgtag 
ttgttcaggg 



2213 
2273 
2333 
2393 
2453 
2513 
2573 
2633 
2693 
2738 



<210> 81 

<211> 1085^ 

<212> DNA 

<213> Homo 

<220> 
<221> CDS 
<222> (329) . . . C€2S) 



<400 
ggtttctatt 
ctggggttag 
tcccgtgggg 
gtcccttttg 
gtaatcttac 
gtggaagccc 



> 81 
gacttgggtt 
tatagcttag 
gtgtggctag 
atcgtggtga 
taagagctaa 
atgccctcac 



aitcgtgtga ccgcggtggc tggcacgaaa ttgaccaacc 60 

ttVaactttc gtttattgct aaaggttaat cactgctgtt 120 

gcraagcgtt ttgagctgca ttgctgcgtg cttgatgctt 180 

tttMagggt gaactcactg gaatggggat gcttgcatgt 240 

tagaaaggct aggaccaaac cagaaacctc caattctcat 3 00 

cctccj^ac atg aaa gcc tct gca gca ctt ctg 352 
Met Lys Ala Ser Ala Ala Leu Leu 
1 5 



tgt ctg ctg etc aca gca get gc\ ttc age ccc eag ggg ctt get cag 
Cys Leu Leu Leu Thr Ala Ala AlA Phe Ser Pro Gin Gly Leu Ala Gin 
10 15 \ 20 



400 



cca gtt ggg att aat act tea act ac 
Pro Val Gly lie Asn Thr Ser Thr 
25 30 



tgc tgc tac aga ttt ate aat 
Cys Cys Tyr Arg Phe lie Asn 
35 40 



448 



aag aaa ate eet aag eag agg ctg gag 
Lys Lys lie Pro Lys Gin Arg Leu Glu 
45 



jc tac aga agg ace ace agt 
Tyr Arg Arg Thr Thr Ser 
50^ 55 



496 



age eae tgt ccc egg gaa get gta ate ttc 
Ser His Cys Pro Arg Glu Ala Val lie Phe L^ 
60 65 



ace aaa ctg gae aag 
Thr Lys Leu Asp Lys 
70 



544 



gag ate tgt get gae ccc aca cag aag tgg gtc 
Glu lie Cys Ala Asp Pro Thr Gin Lys Trp Val 
75 80 



gae ttt atg aag 
^n Asp Phe Met Lys 
85 



592 



eae ctg gae aag aaa ace eaa act cca aag ctt tgaapattca tgactgaact 
His Leu Asp Lys Lys Thr Gin Thr Pro Lys Leu 
90 95 



645 



gaaaaeaage 
ttetgagatt 
tggtttttet 
tggtgggttt 
gggatgetec 
geaaagattt 
taattaeata 
aeaaaaaaaa 



eatgaettga 
attttaatct 
tagtagattt 
tgaaeataaa 
teecttetet 
getttaattg 
tttgcatatg 
aaaaaaaaaa 



gaaacaaata 
aattctaagg 
taaaagttat 
gcettggatg 
aeeteatggg 
ttaagatatg 
tatgaetcee 



atttgtatae 
aatatgaget 
taatatttta 
tatatgtcat 
ggtattgtat 
atgteeetat 
aaatttteae 



cctgtec^ttt 
ttatgtaa*:a 
atttaatet 
etcagtgctc 
aagteettgc^ 
ggaagcatat 
ataaaataga 



ctcagagtgg 
atgtgaatca 
eeatggattt 
taaaaactgt 
^aagaateagt 
gttattata 
t\tttgtata 



705 
765 
825 
885 
945 
1005 
1065 
1085 
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<210>V82 
<211> y75 
<212> UNA 
<213> Hffimo sapiens 



<220> 
<221> CDS\ 
<222> (84)\ 



(359) 



<400> 82 

aaggacacgg gcagcaqaca gtggtcagtc ctttcttggc tctgctgaca ctcgagccca 
cattccgtca cctgctc^ga ate atg cag gtc tec act get gee ett get gte 

Met Gin Val Ser Thr Ala Ala Leu Ala Val 
15 10 



60 
113 



etc etc tge ace atg 
Leu Leu Cys Thr Met 
15 



:t etc tge aac cag ttc tct gea tea ctt get 
La Leu Cys Asn Gin Phe Ser Ala Ser Leu Ala 
20 25 



161 



get gac aeg ccg acc gea tge tge ttc age tac ace tee egg cag att 
Ala Asp Thr Pro Thr AlaXcys Cys Phe Ser Tyr Thr Ser Arg Gin lie 
30 \ 35 40 



209 



cea cag aat ttc ata get ^c tae ttt gag aeg age age cag tge tec 
Pro Gin Asn Phe lie Ala ASp Tyr Phe Glu Thr Ser Ser Gin Cys Ser 
45 \ 50 55 



257 



aag eee ggt gte ate tte etaXaec aag ega age egg cag gte tgt get 
Lys Pro Gly Val lie Phe Leu Vrhr Lys Arg Ser Arg Gin Val Cys Ala 
60 65 \ 70 



305 



gac eee agt gag gag tgg gte cag aaa tat gte age gac etg gag ctg 
Asp Pro Ser Glu Glu Trp Val Glm Lys Tyr Val Ser Asp Leu Glu Leu 
75 80 \ 85 90 



353 



agt 
Ser 



gee 
Ala 



tgaggggtee agaagetteg aggeceageg aeeteggtgg geeeagtggg 



409 



gaggageagg 
ggaetggttg 
tttatactat 
etctgagagt 
ggctgteatc 
ateggatget 
aaaggt 



agectgagcc 
ttgecaaaca 
ttagtttttg 
teecetgtee 
ageetgtgta 
tttgttcagg 



ttgggaaeat gAgtgtgaee 
gccacactgt gggactette 



taatttattt 
cctcceectt 



iatttcac 



acacc 

ggcagtcatg geaocaaagc 
gctgtgatcg gcctqgggaa 



tceaeageta 
ttaaettaaa 
agtgtgtttg 
gegtctggtg 
eaccagactg 
ataataaaga 



cctcttetat 
ttttaattta 
tgattgtttg 
acaaccgagt 
aeaaatgtgt 
tgctctttta 



469 
529 
589 
649 
709 
769 
775 



<210> 83 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Met Lys Val Ser Ala Val Leu Leu Cys Leu Leu\ Leu Met Thr Ala Ala 

1 5 10 \ 15 

Phe Asn Pro Gin Gly Leu Ala Gin Pro Asp Ala Leu Asn Val Pro Ser 

20 25 \ 30 

Thr Cys Cys Phe Thr Phe Ser Ser Lys Lys lie Ser Leu Gin Arg Leu 

35 40 \ 45 

Lys Ser Tyr Val lie Thr Thr Ser Arg Cys Pro Gln\Lys Ala Val lie 

50 55 60 

Phe Arg Thr Lys Leu Gly Lys Glu lie Cys Ala Asp ^o Lys Glu Lys 



35 




65 \. 70 75 80 

Trp Val Gln\Asn Tyr Met Lys His Leu Gly Arg Lys Ala His Thr Leu 
85 90 95 

Lys Thr 



k210> 84 
I<211> 9 
<212> PRT 

<213> Artificial \Sequence 
<220> 

<223> A region within a peptide of a chemokine, a 
variant, or k derivative thereof. 



<221> SITE 
<222> 1 

<223> Xaa is Ala or lUeu. 

<221> SITE 
<222> 4 

<223> Xaa is Lys, Ser \ir Thr. 

<221> SITE 
<222> 5 

<223> Xaa is any amino a<3^^d. 

<221> SITE 
<222> 6 

<223> Xaa is Lys, Glu, Ser 

<221> SITE 
<222> 8 

<223> Xaa is Val or lie. 
<400> 84 

Xaa Asp Pro Xaa Xaa Xaa Trp Xaa 
1 5 

<210> 85 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> A chemokine variant. 



<400> 85 

Cys Leu Asp Pro Lys Gin Lys Trp lie Gll^ 
15 10 
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